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Table S1. Primers used in this study. 

 

Table S2. TLR4 ligand expression level in cancers. The data were retrieved 

from the GENT2 database (GPL570 platform), and are only shown according 

to significant test results by t-test (p < 0.001). ns, not significant. 



 

Figure S1. Large-scale RNA-Seq transcriptome analysis of TLR4 potential 

ligands—BGN, DEFB1, HMGB1, HSPD1, S100A8, S100A9, SFTPA1, TNC, 

hyaluronan synthase (HAS1, HAS2, and HAS3), and heparan sulfate 

proteoglycan responsive enzymes (SDC2 also called HSPG1, and HSPG2) in 

normal colorectal tissues and tissues from colorectal cancer from the TCGA 

database. n, number of patients; ***, p < 0.001. 

  



 

Figure S2. ST6GalNAc6 and DTDST mRNA levels were inversely correlated 

with BGN. Large-scale RNA-Seq transcriptome analysis of the relationship 

between ST6GalNAc6 and DTDST and BGN in healthy control colonic and 

rectal tissues and in colorectal cancer samples (stage 1) from the TCGA 

database. ST6GalNAc6 and DTDST each showed a significant inverse 

correlation with BGN mRNAs.   



 

Figure S3. Relative NF-B activity in normal intestinal cells and some colon 

cancer cells. Promoter analysis of NF-B activity in normal intestinal cells—

FHC—and colon cancer cells—DLD1, HT-29, LS174T, LS180, SW480, SW620, 

LOVO, and WiDr cells. Cells were transfected with 0.2 µg/well of the pGL4.32 

(luc2P/NF-κB-RE/Hygro) vector (Promega Corporation, Madison, WI, USA), 

and incubated for 24 h for the subsequent dual luciferase reporter assay. Firefly 

luciferase activity was normalized to Renilla luciferase activity. Data are 

presented as the relative fold increase compared with FHC. ***, p < 0.001; (n = 

3 with mean ± SD shown). 

  



 

Figure S4. Identification of p65 binding regions in EZH2, SUZ12, and EED 

through multi-omics data analysis. Locations of p65 show gray blocker in EZH2, 

SUZ12, and EED. The genomic positions in this figure are based on the UCSC 

Genome Browser, Assembly GRCh37/hg19. 

 

  



 

Figure S5. NFKBIA and TNFAIP3 differential plots for colorectal cancer in the 

TCGA database. 


