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Table S1. RAPD, ISSR and SSR amplification profiles of in vitro propagated grapevine genotypes. 

Molecula
r Marker 

Marker 
Name 

Amplicon 
Size Range 

(bp) 

No. of 
Total 
Bands 

Size of Each Amplicon (bp) 

RAPD     
1. OPAT14 200–2,000 8 200, 500, 630, 730, 1,000, 1,600, 1,700, 2,000 
2. OPH15 250–3,100 8 250, 900, 1,000, 1,500, 1,600, 2,300, 3,000, 3,100 
3. OPM04 369–1,250 7 369, 450, 550, 700, 900, 1,100, 1,250 
4. UBC219 700–3,000 5 700, 1,100, 1,700, 1,800, 3,000 
5. UBC234 700–2,700 3 700, 1,800, 2,700 
6. UBC239 600–1,850 7 600, 630, 860, 980, 1,100, 1,230, 1,850 
7. UBC247 500–2,300 7 500, 750, 850, 1,500, 1,850, 1,950, 2,300 
8. UBC251 730–2,300 5 730, 950, 1,200, 1,550, 2,300 

ISSR     
1. UBC855 650–2,200 6 650, 900, 1,600, 1,700, 1,950, 2,200 
2. UBC834 360–2,700 8 360, 500, 700, 800, 1,200, 1,700, 2,200, 2,700 
3. UBC851 400–1,450 9 400, 450, 600, 750, 800, 950, 1,100, 1,200, 1,450 
4. UBC841 700–2,700 6 700, 900, 1,230, 1,700, 2,200, 2,700 
5. UBC848 600–2,800 6 600, 630, 860, 1,100, 1,850, 2,800 

6. ENEA7-9 1,200–3,000 11 
1,200, 1,300, 1,400, 1,500, 1,600, 1,700, 1,800, 2,000, 

2,400, 2,500, 3,000 

7. ENEA12 1,000–3,500 10 
1,000, 1,100, 1,200, 1,300, 1,400, 1,500, 1,900, 2,900, 

3,000, 3,500 
8. ISSR2+2b 1,100–2,400 4 1,100, 1,500, 2,000, 2,400 
9. ISSR 3+3b 300–2,500 8 300, 700, 800, 900, 1,000, 2,000, 2,400, 2,500 

10. 
ISSR11+11

b 
700–3,000 7 700, 1,000, 1,100, 1,500, 1,600, 2,000, 3,000 

11. ISSR1-6 1,100–3,500 7 1,100, 1,300, 1,700, 1,900, 2,000, 3,100, 3,500 
12. ENEA21 700–2,100 9 700, 800, 1,000, 1,100, 1,300, 1,700, 1,800, 2,000, 2,100 
13. ENEA34 750–2,000 7 750, 900, 1,000, 1,100, 1,300, 1,700, 2,000 
14. ENEA36 1,100–3,500 7 1,100, 1,300, 2,000, 2,400, 2,500, 3,000, 3,500 
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Marker 
Name 

Allele Size 
Range (bp) 

Chromoso
me 

Position (bp) 
 

Size of Each Allele (bp) 
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SSR      
1. VVMD7 231–268 7 1,560,528 241 
2. VVMD24 200–226 14 24,25,864 209 
3. VVMD25 234–272 11 2,971,693 242/256 
4. VVMD27 172–218 5 4,472,022 175/181 
5. VVIb01 278–318 2 2,161,587 289/295 
6. VVIh54 139–187 13 3,434,661 165/173 
7. VVIp31 158–210 19 6,697,524 185/192 
8. VVIp60 291–348 1 9,196,429 318/340 
9. VVIq52 71–89 9 21,558,043 89 

 


