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Abstract: Myricetin is an effective antioxidant in the treatment of obesity and obesity-related
metabolic disorders. The objective of this study was to explore the regressive effect of myricetin
on pre-existing hepatic steatosis induced by high-fat diet (HFD). C57BL/6 mice were fed either a
standard diet or a HFD for 12 weeks and then half of the mice were treated with myricetin (0.12% in
the diet, w/w) while on their respective diets for further 12 weeks. Myricetin treatment significantly
alleviated HFD-induced steatosis, decreased hepatic lipid accumulation and thiobarbituric acid
reactive substance (TBARS) levels, and increased antioxidative enzyme activities, including catalase
(CAT), superoxide dismutase (SOD), and glutathione peroxidase (GPx) activities. Microarray analysis
of hepatic gene expression profiles showed that myricetin significantly altered the expression profiles
of 177 genes which were involved in 12 biological pathways, including the peroxisome proliferator
activated receptor (PPAR) signaling pathway and peroxisome. Further research indicated that
myricetin elevated hepatic nuclear Nrf2 translocation, increased the protein expression of heme
oxygenase-1 (HO-1) and NAD(P)H quinone dehydrogenase 1 (NQO1), reduced the protein expression
of PPARγ, and normalized the expressions of genes that were involved in peroxisome and the PPAR
signaling pathway. Our data indicated that myricetin might represent an effective therapeutic agent to
treat HFD-induced hepatic steatosis via activating the Nrf2 pathway and the PPAR signaling pathway.
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1. Introduction

Obesity is a condition of energy imbalance that is accompanied by excessive accumulation of
lipids in non-adipose tissues [1]. Hepatic steatosis characterized by the accumulation of lipids in
the liver is one such process and increasing in prevalence [2]. High-fat diets (HFD), especially those
rich in saturated fat and monounsaturated fat could be responsible for the epidemic [3]. Hepatic
steatosis and its related inflammatory state (non-alcoholic steatohepatitis, NASH) are the common
hepatic complications of obesity and metabolic disorders. HFD-induced dyslipidemia and lipid
accumulation initiate the development of hepatic steatosis, and may progress to NASH, fibrosis,
cirrhosis and, ultimately, hepatocellular carcinoma [4], which comprises the non-alcoholic fatty liver
disease (NAFLD). Excessive triglyceride accumulation in hepatocytes is the hallmark of NAFLD, which
is significantly associated with insulin resistance in liver [5]. Based on the results of animal studies
and epidemiological investigations, a two-hit hypothesis has been proposed for the pathogenesis of
NAFLD: the first hit is excessive fat accumulation in the liver, and the second hit is oxidative stress
(OS) that initiates hepatic steatosis to develop into NASH [6]. Although hepatic steatosis is often
self-limited, it is necessary to treat it to avoid its progression to more serious diseases. Currently,
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no treatments have been established for NAFLD beyond management of comorbidities and weight
loss [4]. Lifestyle intervention and pharmacotherapy to treat hepatic steatosis are limited because
of poor compliance and side effects. As a result, new approaches to improve hepatic steatosis are
urgently necessary.

Rodent research and cell culture experiments demonstrated that antioxidant supplementation
could effectively improve hepatic steatosis through attenuating oxidative stress and regulating
signaling molecules [7]. Green tea extract attenuated hepatic stetosis by inhibiting adipose
lipogenesis, restoring hepatic antioxidant defenses, as well as decreasing hepatic lipid peroxidation
and inflammatory responses in ob/ob mice [8]. Niacin has also been demonstrated to effectively prevent
and reverse experimental hepatic steatosis through decreasing hepatic triglyceride synthesis and lipid
peroxidation [9]. When obese mice were treated with an NADPH oxidase inhibitor, reactive oxygen
species (ROS) production in adipose tissue was decreased, and diabetes, hyperlipidemia, and hepatic
steatosis were improved [10]. Thus, a need exists to verify approaches that alleviate the development
and progression of hepatic steatosis and oxidative stress.

Myricetin, (3,5,7,3′,4′,5′-hexahydroxyflavone), a naturally occurring flavonoid, is widely
distributed in fruits, vegetables, tea, and medicinal herbs and has been demonstrated to exert
many bioactivities, including antioxidant, anti-inflammation, anti-tumor, neuroprotective and
cardioprotective properties [11,12]. Myricetin reduced oxidative stress, inhibited hyperglycemia
and glucose uptake, decreased hepatic triglyceride and cholesterol contents, and ameliorated liver
injury [12–14]. Since initial lipid deposition in liver, and subsequent oxidative stress, is involved
in NAFLD, myricetin may mitigate the “multiple hits” of NAFLD due to its hypolipidemic and
antioxidant actions. The present study was designed to better define the regressive effect of myricetin
on pre-existing hepatic steatosis induced by HFD.

2. Materials and Methods

2.1. Animals

C57BL/6 male mice (38, four-week old) were obtained from Model Animal Research Center of
Nanjing University (Nanjing, Jiangsu, China) and housed in a controlled environment (a 12 h/12 h
light/dark cycle, 08:00 h to 20:00 h, humidity: 60%± 5%, temperature: 23± 2 ◦C). After acclimatization
for one week on standard laboratory chow, the mice were randomly divided into a control group (Con,
16 mice fed a standard diet of 10% energy from fat) and a HFD group (22 mice fed a HFD diet of
45% energy from fat). The diets were based on a modification of the recommendations of American
Institute of Nutrition Rodent Diets (AIN-93). After 12 weeks of feeding, six mice were randomly
selected from the HFD group and sacrificed. The liver was harvested and Oil Red O staining was
conducted to verify whether the hepatic steatosis was developed. The results showed that five mice,
which were about 83% of the total mice, suffered from hepatic steatosis, indicating that the animal
model of hepatic steatosis was successfully established. Then eight mice were randomly selected from
each group and fed their respective diets with additional 0.12% myricetin (≥98% by high performance
liquid chromatography, Aladdin Reagent Co., Shanghai, China) according to the previously published
literature [13]. Thus, the present study included four groups: (i) Con; (ii) control diet with 0.12%
myricetin (CM); (iii) HFD; and (iv) high-fat diet with 0.12% myricetin (HM). Feeding of all mice with
their respective diets (two mice per cage) continued fora further 12 weeks. The animals had free access
to the test diets and purified water. All mice were weighed weekly, and food intake was also recorded.
All of the experimental procedures were approved by the Jiangnan University Institutional Animal
Use and Care Committee (JN No. 5 2015) and according to the National Institutes of Health Guide for
Care and Use of Laboratory Animals.

After the feeding period, all mice were fasted overnight and slightly anesthetized with
pentobarbital. Blood from the orbital sinus was collected into anticoagulant tubes and plasma was
separated after centrifugation (2500× g for 15 min at 4 ◦C) and stored at −20 ◦C until analyses. Livers
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were harvested and weighed. Next, fat compartments that included perirenal, epididymal, and
mesenteric fat were thoroughly removed and weighed. All the tissues were snap-frozen with liquid
nitrogen and stored at −80 ◦C. Portions of liver were collected into RNALater (Ambion Inc., Austin,
TX, USA) for real-time quantitative PCR analysis. The experiments were conducted between 8:00 and
10:00 to minimize possible circadian mRNA expression variation.

2.2. Indirect Calorimetric Analysis

The comprehensive laboratory animal monitoring system (CLAMS; Columbus Instruments, Inc.,
Columbus, OH, USA) was used to evaluate respiratory exchange ratio (RER), energy expenditure
(EE = (3.815 + 1.232 × RER) × VO2), and ambulatory activity. One week before the final sacrifice, each
mouse was placed in the CLAMS for 24 h for measurement of all in vivo parameters, which include
oxygen consumption, carbon dioxide production, and RER. Ambulatory activity was monitored in
both horizontal and vertical directions using infrared beams to count the beam breaks during the
experiment. Each time the mice were allowed to acclimatize in individual metabolic cages for one day
and then the data of the second day were used for further analysis.

2.3. Plasma Biochemical Analysis

Fasting blood glucose (FBG) was assayed with a glucometer (One Touch; LifeScan Inc., Milpitas,
CA, USA). Plasma insulin concentrations were analyzed by specific ELISA kits (Mercodia, Uppsala,
Sweden). Homeostatic model assessment index of insulin resistance (HOMA-IR) was calculated
as ((insulin, µUI/mL) plasma × (glucose, mmol/L) plasma)/22.5. Plasma total cholesterol (TC),
low-density lipoprotein cholesterol (LDL-C), high-density lipoprotein cholesterol (HDL-C), and
triglyceride (TG) concentrations, as well as aspartate and alanine aminotransferase (AST and ALT)
activities were determined by the corresponding enzymatic colorimetric assay kits (Nanjing Jiancheng
Bioengineering Institute, Nanjing, Jiangsu, China) according to the manufacturer’s instructions. Plasma
TG levels were determined by the glycerol phosphatase oxidase–phenol4-amino antipyrene peroxidase
(GPO-PAP) method, and TC levels were determined by the cholesterol oxidase–phenol4-amino
antipyrene peroxidase (CHOD-PAP) method. Plasma HDL-C and LDL-C levels were assayed by
standardized selective precipitation methods, using phosphotungstic acid/MgCl2 and polyvinyl
sulfate as precipitating reagents, respectively.

2.4. Hepatic Oxidative Stress Biomarker Determination

Thiobarbituric acid reactive substances (TBARS) levels, catalase (CAT), glutathione peroxidase
(GPx), superoxide dismutase (SOD) activities, and protein contents in liver were all determined by
corresponding kits obtained from Nanjing Jiancheng Bioengineering Institute (Nanjing, Jiangsu, China)
according to the instructions of the manufacturer. TBARS level was measured by monitoring the
absorbance at 532 nm using 1,1,3,3-tetramethoxypropane as the standard. CAT was determined
colorimetrically at 620 nm and expressed as 1 mol of H2O2 consumed/min. SOD activity was
determined based on its ability to inhibit the reduction of nitrazobluetetrazolium (NBT). A unit
of enzyme activity was expressed as 50% inhibition of NBT reduction/min. GPx activity was measured
through the glutathione (GSH)/nicotinamide adenine dinucleotide phosphate (NADPH)/glutathione
reductase (GR) system. H2O2 was used as the substrate. Hepatically reduced glutathione (GSH) levels
were determined by a fluorometric method with the use of o-phthalaldehyde (OPT) as a fluorescent
reagent [15]. Protein contents were determined by bicinchoninic acid (BCA) methods using a BCA
commercial kit (Beyotime Institute of Biotechnology, Nantong, Jiangsu, China).

2.5. Liver Histology

Liver samples (n = 4) from the same position were randomly selected from each group and
immersed in 4% paraformaldehyde and paraffin embedded sections were stained with hematoxylin
and eosin (H & E, Baso, Taipei, Taiwan). Oil Red O (Baso, Taipei, Taiwan) staining for liver samples
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(n = 4) was also conducted after embedded in OCT compound (Sakura Finetech, Tokyo, Japan).
All of the pathological sections were observed under a light microscope (Leica DM4000B, Leica,
Wetzlar, Germany).

2.6. Hepatic Lipid Content Determination

Hepatic lipids were measured using commercial kits (Wako Pure Chemical Industries, Osaka,
Japan) according to the manufacturer’s instructions. Briefly, the liver samples were extracted with
mixed solvents of methanol-/chloroform (v/v = 1:2), followed by centrifugation, and the supernatants
were used for further analysis. Protein contents in the supernatants were analyzed by BCA methods.

2.7. Nimblegen Gene Chip Microarray

In order to find the possible mechanism for ameliorative effects of myricetin on HFD-induced
hepatic steatosis, microarray analysis was used to have a wide understanding of the altered genes
and pathways that might be involved. Nimblegen gene chip microarray analysis was performed
at CapitalBio Corporation (Beijing, China). Samples from HFD and HM groups were isolated from
the frozen livers (n = 3 for each group) using Trizol reagent (Invitrogen, Carlsbad, CA, USA) and
was further purified using NucleoSpin® RNA clean-up (Macherey-Nagel, Duren, Germany). Array
hybridization, washing, and scanning were conducted according to the Nimblegen’s Expression user’s
guide. In a comparison analysis, two-class unpaired method in the Significant Analysis of Microarrays
(SAM, version 3.02, Stanford University, Stanford, CA, USA) was performed to identify significantly
differentially expressed genes (DEGs) between HFD and HM groups. The DEGs were selected and put
into Pathway-Express in Onto-Tools [16]. Pathway-Express searches the Kyoto Encyclopedia of Genes
and Genomes (KEGG) pathway database for each input gene, and the impact analysis was performed
in order to build a list of all associated pathways [17]. An impact factor (IF) is calculated for each
pathway incorporating parameters, such as the normalized fold change of the DEGs, the statistical
significance of the set of the pathway genes, and the topology of the signaling pathway. The corrected
gamma p-value is the p-value provided by the impact analysis. The differences were considered to be
significant when the corrected gamma p-value was less than 0.05.

2.8. Real-Time Quantitative RT-PCR Analyses

Total RNA was isolated from frozen livers using Trizol (Invitrogen, Carlsbad, CA, USA), and
reverse transcribed to cDNA according to the manufacturer’s instructions (Promega, Madison, WI,
USA). Platinum Taq polymerase (Life Technologies, Gaithersburg, MD, USA) and SYBR Green I dye
(SYBR Green Master Mix, Bioneer, Taejon, Korea) was used to measure in the exponential phase of
amplification by an ABI prism 7500 Sequence Detection System (Applied Biosystems, Foster City,
CA, USA). Samples were run in triplicate for both the genes of interest and β-actin. The primers for
the genes were provided by Shenggong Biotechnology (Shanghai, China). The gene expression was
normalized to β-actin. Melting curve analysis was applied to evaluate the specificity of the amplified
PCR products.

2.9. Western Blotting

In order to determine the hepatic protein expression of PPARγ, NQO1, and HO-1, total
protein was isolated from the liver in a cold radio-immunoprecipitation assay (RIPA) lysis buffer
(Beyotime Institute of Biotechnology, Nantong, Jiangsu, China) with 1% phosphatase inhibitor cocktail
and 1% phenylmethanesulfonyl fluoride (PMSF). To determine the nuclear translocation of Nrf2,
the supernatants from the first step were gathered and re-centrifuged. The pellet was re-suspended in
buffer to extract the hepatic nuclear protein. After the protein was extracted, equal protein contents
were transferred to polyvinylidene fluoride (PVDF) membranes (Millipore, Billerica, MA, USA).
The membranes were blocked in Tris-buffered saline (TBS) containing 5% (w/v) BSA and thereafter
incubated with the primary antibodies, including Nrf2 (Santa Cruz Biotechnology, Santa Cruz, CA,
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USA), NQO1 (Santa Cruz Biotechnology, Santa Cruz, CA, USA), HO-1 (Santa Cruz Biotechnology,
Santa Cruz, CA, USA), PPARγ (Santa Cruz Biotechnology, Santa Cruz, CA, USA), GAPDH (Santa Cruz
Biotechnology, Santa Cruz, CA, USA), and Lamin B1 (Serotec Ltd., Oxford, UK) at 4 ◦C overnight.
Then, the blotted membrane was incubated with the secondary antibody (anti-rabbit peroxidase
conjugate, 1:5000 dilutions in Tris-buffered saline containing 0.1% Triton X-100 (TBST); Cell Signaling
Technology, Beverly, MA, USA) for 1 h at room temperature. Bands were visualized by enhanced
chemiluminescence using an enhanced chemiluminescence (ECL) Western Blotting Detection kit
(Amersham Biosciences, Piscataway, NJ, USA) using a Bio-Rad ChemiDocTM XRS system (Bio-Rad
Laboratories, Inc., Hercules, CA, USA). The protein quantity was determined by densitometry analysis
using ImageJ software (version 1.47, National Institutes of Health, Bethesda, MD, USA).

2.10. Statistical Analysis

Data were expressed as mean ± SEM. Between group differences of microarray data were
performed by univariate analysis using Student’s t-test. All other data were analyzed using one-way
ANOVA with post-hoc Duncan’s test. Statistical significance was determined as p < 0.05. Analysis was
done with SPSS 17 (SPSS, Inc., Chicago, IL, USA).

3. Results

3.1. Effects of Myricetin on Body Weight, Food Intake, and Tissue Weight in HFD-Fed Mice

As illustrated in Figure 1, following dietary treatment for 12 weeks, mice in the HFD group
exhibited significantly higher body weight than mice in control diet (Figure 1A, F(3, 28) = 18.22,
p < 0.0001). When half mice were administered with 0.12% myricetin, their body weight showed a
sharp decrease in the 13th week and began to gradually increase in the later 11 weeks. Finally, HM
mice had significantly lower body weight than HFD mice (F(3, 28) = 10.52, p < 0.0001). The cumulative
food intake after grouping demonstrated that HFD mice had significantly higher food intake than Con
mice only in the 13th week. No significance was observed on the cumulative food intake among the
four groups in the end of the experiment (F(3, 12) = 1.13, p = 0.377). However, because of the different
energy densities between control diet and high-fat diet, HFD mice showed significantly cumulative
energy intake compared to Con mice in the later 12 weeks, and HM mice had decreased energy intake,
but the difference was not significant (Figure 1B, F(3, 12) = 2.97, p = 0.075).

Analysis of different fat compartments revealed that perirenal (F(3, 28) = 49.90, p < 0.0001),
epididymal (F(3, 28) = 105.73, p < 0.0001) and mesenteric fat pad masses (F(3, 28) = 246.17, p < 0.0001) of
HFD mice were significantly higher than those of Con mice. Myricetin treatment significantly reduced
the white adipose tissue accumulation compared to HFD mice, but failed to normalize these indexes
relative to Con mice. HFD mice showed remarkably increased liver weight compared to Con mice
(F(3, 28) = 93.13, p < 0.0001), which could be normalized by myricetin treatment (Figure 1C). Myricetin,
per se, did not affect body weight, energy intake, or tissue weight in mice.
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Figure 1. Cont.



Nutrients 2016, 8, 799 6 of 15

Nutrients 2016, 8, 799  5 of 15 

 

Cruz  Biotechnology,  Santa  Cruz,  CA,  USA),  and  Lamin  B1  (Serotec  Ltd., Oxford, UK)  at  4  °C 

overnight. Then,  the  blotted membrane was  incubated with  the  secondary  antibody  (anti‐rabbit 

peroxidase conjugate, 1:5000 dilutions in Tris‐buffered saline containing 0.1% Triton X‐100 (TBST); 

Cell Signaling Technology, Beverly, MA, USA) for 1 h at room temperature. Bands were visualized 

by  enhanced  chemiluminescence  using  an  enhanced  chemiluminescence  (ECL) Western  Blotting 

Detection  kit  (Amersham Biosciences,  Piscataway, NJ, USA)  using  a  Bio‐Rad ChemiDocTM XRS 

system  (Bio‐Rad Laboratories,  Inc., Hercules, CA, USA). The protein quantity was determined by 

densitometry analysis using ImageJ software (version 1.47, National Institutes of Health, Bethesda, 

MD, USA). 

2.10. Statistical Analysis 

Data were  expressed  as mean  ±  SEM.  Between  group  differences  of microarray  data were 

performed by univariate analysis using Student’s t‐test. All other data were analyzed using one‐way 

ANOVA with post‐hoc Duncan’s test. Statistical significance was determined as p < 0.05. Analysis 

was done with SPSS 17 (SPSS, Inc., Chicago, IL, USA). 

3. Results 

3.1. Effects of Myricetin on Body Weight, Food Intake, and Tissue Weight in HFD‐Fed Mice 

As  illustrated  in  Figure  1,  following dietary  treatment  for  12 weeks, mice  in  the HFD  group 

exhibited significantly higher body weight than mice in control diet (Figure 1A, F(3, 28) = 18.22, p < 0.0001). 

When half mice were administered with 0.12% myricetin, their body weight showed a sharp decrease 

in  the  13th week  and  began  to  gradually  increase  in  the  later  11 weeks.  Finally, HM mice  had 

significantly lower body weight than HFD mice (F(3, 28) = 10.52, p < 0.0001). The cumulative food intake 

after grouping demonstrated that HFD mice had significantly higher food intake than Con mice only 

in the 13th week. No significance was observed on the cumulative food intake among the four groups 

in  the  end of  the  experiment  (F(3,  12)  =  1.13,  p  =  0.377). However, because of  the different  energy 

densities between control diet and high‐fat diet, HFD mice showed significantly cumulative energy 

intake compared to Con mice in the later 12 weeks, and HM mice had decreased energy intake, but 

the difference was not significant (Figure 1B, F(3, 12) = 2.97, p = 0.075). 

A  B 

 

C  D

0 4 8 12 16 20 24

20

30

40

50

60
Con
CM
HFD
HM

*
**** *** ** *

* *** ** ****** *

# # # # #
# # # # #

# #

Week

B
od

y 
 w

ei
gh

t 
(g

)

13 14 15 16 17 18 19 20 21 22 23 24

100

200

300

400
Con
CM
HFD
HM

*

Week

C
um

ul
at

iv
e 

fo
od

 in
ta

k
e 

(g
)

13 14 15 16 17 18 19 20 21 22 23 24

500

1000

1500

Con

CM
HFD

HM

*
*

*
*

*
*

*
*

*

Week

C
um

ul
at

iv
e 

en
er

gy
 in

ta
k

e 
(k

ca
l)

* *
*

Perirenal fat Epididymal fat Mesenteric fat Liver
0

1

2

3

4

5 Con

CM

HFD
HM

* #

*

#*
#

*

* *

*

#

O
rg

an
 m

as
s 

(g
)

Figure 1. Effects of myricetin on body weight, cumulative food intake and energy intake, and organ
mass of mice fed with a high-fat diet. (A) Body weight; (B) cumulative food intake; (C) cumulative
energy intake; and (D) perirenal, epididymal, and mesenteric fat and liver weight. Values were
presented as mean ± SEM (n = 8). Con, control diet; CM, control diet with additional 0.12% myricetin;
HFD, high-fat diet; HM, high-fat diet with additional 0.12% myricetin. * p < 0.05 vs. the Con group;
# p < 0.05 vs. the HFD group.

3.2. Effects of Myricetin on FBG and Plasma Parameters in HFD-Fed Mice

As illustrated in Table 1, after 24 weeks, HFD mice demonstrated significantly increased FBG
(F(3, 28) = 3.43, p = 0.031), insulin (F(3, 28) = 3.12, p = 0.042), and HOMA-IR levels compared to Con mice,
which could be alleviated by myricetin treatment. In addition, plasma TG (F(3, 28) = 6.26, p = 0.002), TC
(F(3, 28) = 14.40, p < 0.0001), and LDL-C (F(3, 28) = 8.88, p < 0.0001) levels were significantly increased
and HDL-C levels were significantly decreased in HFD group compared to Con group. Myricetin
treatment significantly improved TC, TG, LDL-C, and HDL-C levels. Myricetin, per se, did not affect
FBG and plasma parameters in mice.

Table 1. Regressive effects of myricetin on blood glucose, plasma insulin and lipid profiles.

Con CM HFD HM

Fasting blood glucose (mg/dL) 113.96 ± 11.51 117.24 ± 12.23 166.19 ± 15.79 * 123.35 ± 12.55 #

Plasma insulin (µIU/mL) 14.47 ± 0.75 15.28 ± 1.93 20.63 ± 2.06 * 14.94 ± 1.46 #

HOMA-IR 4.05 ± 0.45 4.47 ± 0.87 8.67 ± 1.39 * 4.61 ± 0.60 #

Plasma TG (mmol/L) 2.53 ± 0.15 2.54 ± 0.16 3.36 ± 0.17 * 2.71 ± 0.15 #

Plasma TC (mmol/L) 4.09 ± 0.24 4.01 ± 0.27 6.57 ± 0.37 * 4.35 ± 0.38 #

Plasma HDL-C (mmol/L) 1.81 ± 0.08 1.92 ± 0.08 1.41 ± 0.05 * 1.69 ± 0.08 #

Plasma LDL-C (mmol/L) 2.08 ± 0.12 2.05 ± 0.09 2.81 ± 0.10 * 2.30 ± 0.07 #

Values were expressed as mean ± SEM (n = 8). Con, control diet; CM, control diet with 0.12% additional
myricetin; HFD, high-fat diet; HM, high-fat diet with 0.12% additional myricetin; HOMA-IR, homeostatic
model assessment index of insulin resistance; TG, triglyceride; TC, total cholesterol; HDL-C, high-density
lipoprotein cholesterol; LDL-C, low-density lipoprotein cholesterol. * p < 0.05 vs. the Con group; # p < 0.05 vs.
the HFD group.

3.3. Effects of Myricetin on RER, Energy Expenditure and Ambulatory Activities in HFD-Fed Mice

Myricetin successfully reduced body weight and fat pad masses compared to HFD mice. Apart
from the difference in energy intake, we hypothesized that myricetin might exert these effects
through increasing energy expenditure. Thus, we used indirect calorimetry to prove the hypothesis.
Determinations of RER over a 24 h period demonstrated that HM mice showed decreased RER values
than HFD mice in the daytime (F(3, 44) = 354.14, p < 0.0001) and nighttime (F(3, 44) = 349.48, p < 0.0001)
(Figure 2A,B), indicating a shift in metabolism toward an increase in the utilization of lipids as substrate
in mice that receiving myricetin treatment. Additionally, HM mice had significantly higher energy
expenditure than HFD mice throughout the whole day (Figure 2C,D). Although no significance on
ambulatory activity was observed between HFD and HM mice during the daytime (F(3, 44) = 1.71,
p = 0.179), the difference reached statistically significant levels during the dark period (F(3, 44) = 6.55,
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p = 0.001, Figure 2E,F). Myricetin, per se, had no effects on RER or energy expenditure, but remarkably
increased ambulatory activities during the nighttime.Nutrients 2016, 8, 799  7 of 15 
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Figure 2. Myricetin increased energy expenditure and promoted the utilization of lipids as fuels.
(A,B) RER; (C,D) energy expenditure; and (E,F) ambulatory activities of mice that were fed
myricetin-enriched diets for additional 12 weeks after 12 weeks of Con or HFD feeding. Bar graphs
represent mean values during the light and dark cycles. Values were presented as mean ± SEM (n = 8).
Con, control diet; CM, control diet with additional 0.12% myricetin; HFD, high-fat diet; HM, high-fat
diet with additional 0.12% myricetin. * p < 0.05 vs. the Con group; # p < 0.05 vs. the HFD group.

3.4. Effects of Myricetin on Hepatic Steatosis and Liver Function in HFD-Fed Mice

HFD mice demonstrated prominent and significant formation of lipid vacuoles in hepatocytes
compared with Con mice, while such alterations were relieved by myricetin treatment (Figure 3A).
Oil Red O staining of liver sections also confirmed that myricetin significantly reduced HFD-induced
hepatic lipid accumulation (Figure 3B). Compared to Con mice, HFD mice had greater hepatic total
lipids due to augmentation in TG (F(3, 28) = 3.95, p = 0.018), TC (F(3, 28) = 7.50, p = 0.001), and FFA
(F(3, 28) = 4.51, p = 0.011) concentrations, which were fully normalized by myricetin (Figure 3C). Plasma
ALT (F(3, 28) = 5.99, p = 0.003) and AST (F(3, 28) = 16.56, p < 0.0001) activities were also significantly
decreased by myricetin administration (Figure 3D). Taken together, these results suggested that
myricetin played a positive role in the alleviation of HFD-induced hepatic steatosis. Myricetin, per se,
had no effects on liver function and histological appearance.
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Figure 3. Myricetin reduced hepatic lipid accumulation and increased liver function of mice fed with
a high-fat diet. (A) Representative images of liver H & E staining (n = 4); (B) representative images
of liver Oil Red O staining (n = 4); (C) hepatic TG, TC, FFA levels (n = 8); (D) plasma ALT and AST
activities (n = 8). Values were presented as mean ± SEM. Scale bars indicate 50 µm. Con, control diet;
CM, control diet with additional 0.12% myricetin; HFD, high-fat diet; HM, high-fat diet with additional
0.12% myricetin. * p < 0.05 vs. the Con group; # p < 0.05 vs. the HFD group.

3.5. Effects of Myricetin on Hepatic Biological Pathways in HFD-Fed Mice

In microarray analysis 177 genes in the HM group showed more than two-fold higher or
lower expression levels compared with those in the HFD group. These 177 genes were put into
Pathway-Express, searched the KEGG pathways in the Onto-Tools database for each input gene, and
built a list of pathways. Herein the biological pathways more than three DEGs were considered to be
significantly changed. KEGG annotation showed that myricetin affected 12 biological pathways and
the top 10 significantly affected pathways were shown in Table 2, in which the PPAR signaling pathway
was one of the most significantly affected pathways since it had the highest impact factor and six DEGs
(Cd36, Scd1, Cyp7a1, Lpl, Pparγ, and Pck1). Furthermore, peroxisome was also significantly changed by
HM, in which antioxidative genes, such as Sod2, Prdx1, and Prdx5 were all significantly down-regulated.

Pathway-Express was used for the pathway impact analysis in order to build a list of all associated
pathways. An impact factor (IF) is calculated for each pathway incorporating parameters such as the
normalized fold change of the differentially expressed genes, the statistical significance of the set of
pathway genes and the topology of the signaling pathway. The corrected gamma p-value was provided
by the impact analysis. The top 10 pathways that were significant at the 5% level on corrected p-values
were presented. Altered genes were as follows: Cd36 (–2.06), Scd-1 (–2.49), Cyp7a1 (2.70), Lpl (–2.45),
Pparg (–2.10), Pck1 (2.05), Acot1 (2.43), Acot3 (2.36), Sod2 (2.32), Prdx5 (2.28), Prdx1 (2.08), C4b (–3.59),
Plg (–6.35), Serpina1a (4.22), Arnt (–3.32), Jun (–2.15), Raf1 (–4.16), Araf (2.09), pla2g2d (3.12), Plcb1 (2.35),
Pla2g6 (–2.07), Cxcl10 (–2.57), Spp1 (3.00), Srebf1 (–2.22), and Ntrk2 (–2.11). Numbers in the parentheses
indicated the ratio changes. Positive numbers indicated up-regulation of the HM group relative to the
HFD group. Negative numbers indicated down-regulation of the HM group relative to the HFD group.
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Table 2. Significantly altered biological pathways in livers of the HM mice compared to HFD mice.

Number Pathway Name Input Genes
in Pathway

Impact
Factor

Corrected
Gamma p-Value

Significantly
Altered Genes

1 PPAR signaling pathway 6 16.26 1.90 × 10−5 Cd36, Scd1, Cyp7a1, Lpl,
Pparg, Pck1

2 Biosynthesis of unsaturated
fatty acids 3 10.26 0.00185 Acot1, Acot3, Scd1

3 Peroxisome 3 10.01 0.001974 Sod2, Prdx5, Prdx1

4 Complement and
coagulation cascades 3 9.62 0.002971 C4b, Plg, Serpina1a

5 Renal cell carcinoma 3 8.26 0.008088 Arnt, Jun, Raf1

6 Long-term potentiation 4 7.02 0.01977 Araf, pla2g2d, Plcb1, Raf1

7 GnRH signaling pathway 3 6.44 0.029597 Jun, Pla2g6, Raf1

8 Toll-like receptor signaling pathway 3 5.92 0.032924 Cxcl10, Jun, Spp1

9 Insulin signaling pathway 3 5.64 0.041843 Pck1, Raf1, Srebf1

10 MAPK signaling pathway 3 5.60 0.043097 Jun, Ntrk2, Pla2g6

3.6. Effects of Myricetin on Expressions of PPAR Signaling Pathway-Related Genes and PPARγ
Protein Expression

Previous research demonstrated that the PPAR signaling pathway was related to lipid
metabolism [18]. According to the present microarray analysis results, the PPAR signaling pathway
was the most significantly affected, indicating that the biological pathway might be a target for
beneficial effects of myricetin on hepatic steatosis. The DEGs that were involved in the pathway
and were important in lipid metabolism (including Pparγ, Cd36, Scd1, Lpl, and Cyp7a1) were further
determined by qPCR. HFD induced significant down-regulation of Cyp7a1 (F(3, 28) = 8.30, p < 0.0001),
along with remarkable up-regulation of Pparγ (F(3, 28) = 7.63, p = 0.001), Cd36 (F(3, 28) = 22.82, p < 0.0001),
Scd1 (F(3, 28) = 40.96, p < 0.0001), and Lpl (F(3, 28) = 21.26, p < 0.0001), which could be totally normalized
by myricetin treatment (Figure 4A). Considering the fact that PPARγ in the liver is related to the
regulation of glucose and lipid metabolism by targeting on its responsive genes, such as Lpl and Cd36,
Western blotting analysis was further used to determine the protein expression of PPARγ. As shown in
Figure 4B, HFD consumption induced significantly increased protein expression of PPARγ in the liver
(F(3, 28) = 9.65, p < 0.0001), which could be attenuated by myricetin treatment. These data demonstrated
that myricetin treatment ameliorated the HFD-induced hepatic steatosis, which might be associated
with the PPAR signaling pathway. Myricetin, per se, had no effects on expressions of genes involved
in lipid homeostasis and hepatic PPARγ protein expression.
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Figure 4. Myricetin normalized expressions of genes involved in lipid metabolism (A) and decreased
protein expression of hepatic PPARγ (B). Values were presented as mean ± SEM (n = 8). Con, control
diet; CM, control diet with additional 0.12% myricetin; HFD, high-fat diet; HM, high-fat diet with
additional 0.12% myricetin. * p < 0.05 vs. the Con group; # p < 0.05 vs. the HFD group.
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3.7. Effects of Myricetin on Hepatic Redox Status in HFD-Fed Mice

To evaluate the role of myricetin on oxidative stress, hepatic redox status of related biomarkers
were determined. As illustrated in Figure 5, HFD consumption caused serious oxidative stress in the
liver, as evidenced by significantly reduced GPx (F(3, 28) = 4.53, p = 0.01), SOD (F(3, 28) = 4.05, p = 0.017),
CAT (F(3, 28) = 7.76, p = 0.001) activities, and GSH (F(3, 28) = 4.23, p = 0.014) levels, along with increased
TBARS (F(3, 28) = 33.18, p < 0.0001) levels in HFD group. Myricetin treatment fully normalized GPx,
CAT, and SOD activities and lowered TBARS levels, but failed to significantly increase the GSH levels.
These results demonstrated remarkable antioxidative characteristics of myricetin. Myricetin, per se,
had no effects on hepatic redox status.
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Figure 5. Myricetin alleviated hepatic oxidative stress induced by a high-fat diet. (A) GPx; (B) CAT;
(C) SOD; (D) TBARS; and (E) GSH levels. Values were presented as mean ± SEM (n = 8). Con, control
diet; CM, control diet with additional 0.12% myricetin; HFD, high-fat diet; HM, high-fat diet with
additional 0.12% myricetin. * p < 0.05 vs. the Con group; # p < 0.05 vs. the HFD group.

3.8. Effects of Myricetin on Expressions of Oxidative Stress-Related Genes and Nrf2 Pathway

To explore whether the alleviation of myricetin on hepatic steatosis was related to the activation
of Nrf2 pathway, we measured the protein expression of nuclear and cytosolic Nrf2, as well as NQO1
and HO-1. The results showed that protein expression of hepatic nuclear Nrf2 was significantly
lower (F(3, 28) = 4.10, p = 0.016) and cytosolic Nrf2 was evidently higher (F(3, 28) = 2.80, p = 0.058) in
HFD group than in control mice, which was mitigated by myricetin treatment (Figure 6A,B). Protein
expression of NQO1 (F(3, 28) = 6.42, p = 0.002) and HO-1 (F(3, 28) = 6.04, p = 0.003), the targets of Nrf2,
was also decreased by HFD and normalized by myrcetin treatment (Figure 6C). Real-time quantitative
PCR data showed that the expressions of DEGs (Sod2, Prdx1, and Prdx5) selected from peroxisome
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pathway, along with oxidative stress related Cat, Gpx3, and Nrf2, were noticeably down-regulated by
HFD consumption and normalized by co-administration of myricetin, except for Prdx5 (Figure 6D).
These results indicated that myricetin could increase hepatic nuclear Nrf2 translocation to elevate
antioxidative capacity possibly via activating Nrf2 pathway. Myricetin, per se, had no effects on the
expressions of genes involved in oxidative stress and the Nrf2 pathway.
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Figure 6. Myricetin activated the hepatic Nrf2 pathway and normalized expressions of genes involved
in oxidative stress. (A) Protein expression of hepatic nuclear Nrf2; (B) protein expression of hepatic
cytosolic Nrf2; (C) protein expression of hepatic NQO1 and HO-1; and (D) relative expression of genes
involved in oxidative stress. Values were presented as mean ± SEM (n = 8). Con, control diet; CM,
control diet with additional 0.12% myricetin; HFD, high-fat diet; HM, high-fat diet with additional
0.12% myricetin. * p < 0.05 vs. the Con group; # p < 0.05 vs. the HFD group.

4. Discussion

NAFLD, as an emerging health problem worldwide, has an estimated prevalence of 20%–40%
in Western countries [19]. Epidemiological surveys have also revealed that community prevalence of
NAFLD was about 15% in eastern and southern areas of China [20]. Although the pathogenesis of
NAFLD is not entirely understood, the “two hits” hypothesis is widely accepted [6]. Hepatic steatosis,
the “first hit” of NAFLD, is characterized by fat infiltration and excessive lipid accumulation in the
liver, accompanied by an elevated liver/body ratio and higher plasma levels of enzyme markers of
liver damage. Once the presence of hepatic steatosis is established, the “second hit”, oxidative stress,
will further amplify the degree of steatosis [21]. OS has been proved to play an important role in
hepatic cell damage and dysfunction [22] and could be induced by a high-fat diet. Furthermore, OS
has been demonstrated to enhance insulin resistance and fat accumulation in the liver [23]. Recently,
lipid peroxidation has been considered as the trigger factor responsible for the transition from simple
fat accumulation to more progressive steatohepatitis or NASH [24]. Since hepatic steatosis might
progress to NASH without timely therapy, and the seriousness of NAFLD is highly related to the
degree of OS [25], it is urgent to improve antioxidative capacity to avoid the development of more
serious hepatic pathologies.
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Antioxidants have been suggested to slow the progression and attenuate NAFLD [7]. Dietary
antioxidant components, including polyphenols and green tea extracts, have been verified to
improve biochemical indexes and histological appearance in NAFLD [26,27]. Myricetin is a type
of typical polyphenol widely distributed in edible plants with several therapeutic potential, including
anti-diabetic, hypolipidemic, and hepatoprotective effects [12,28]. The purpose of this study was to
explore the effects of myricetin on pre-existing hepatic steatosis induced by HFD, which would be
most relevant to the clinical situation in humans. Previous research confirmed that high-fat diet (40.8%
of calories from fat) consumption for nine weeks resulted in liver steatosis in C57BL/6 mice [29]. Here,
we fed the same strain mice with a high-fat diet (45% of calories from fat) for 12 weeks and hepatic
histological appearance confirmed that HFD induced hepatic steatosis model successfully. Myricetin
treatment for 12 weeks caused a significant regression of pre-existing hepatic steatosis, as assessed
by hepatic lipid concentration determinations and histological analysis. For specific performance,
myricetin could remarkably reduce high-fat diet-induced alterations of hepatic TG, TC, and FFA
contents, as well as lipid accumulation demonstrated by H & E staining and Oil Red O staining.
Furthermore, myricetin was effective in reducing body weight and white adipose fat accumulation by
increasing energy expenditure and dietary fat utilization suggested by significant lower RER values in
indirect calorimetry analysis.

In order to have a deeper understanding of the possible mechanisms that might be responsible
for the regressive effect of myricetin on hepatic steatosis, a genome-wide expression profiling in the
liver tissues was performed and pathway analysis revealed that the pathways involved in hepatic
lipid homeostasis, such as the PPAR signaling pathway, biosynthesis of unsaturated fatty acids, and
the insulin signaling pathway, were all evidently affected. The PPAR signaling pathway that was
most significantly affected was chosen to verify the expression of related DEGs, in which Scd1, Lpl,
Cd36, and Pparγ were all significantly down-regulated, along with noticeable up-regulation of Cyp7a1
by myricetin treatment compared with the HFD group. Previous studies demonstrated that the
PPAR signaling pathway was involved in glucose homeostasis and lipid metabolism, and might be
a target for the development of novel efficient treatments for several metabolic disorders, including
obesity and type 2 diabetes [17]. PPARγ, a ligand-activated transcription factor which belongs to
the nuclear receptor family, plays a vital role in lipid metabolism by regulating the expression of
its target genes, such as Scd1, Lpl, and Fasn [30]. The genetic deletion of Pparγ in livers of either
ob/ob [31] or AZIP-F-1 [32] mice significantly alleviated the development of hepatic steatosis, which was
independent of the existence of hyperglycemia or hyperinsulinemia. Hepatic lipoprotein lipase (LPL),
a target of PPARγ, exerts a vital role in lipoprotein metabolism. It was found that hepatic Lpl mRNA
expression was higher in obese patients than normal controls [33] and reducing hepatic LPL activity
was effective in ameliorating diet-induced obesity and hepatic steatosis [34]. Cd36 is another target
gene of PPARγ that could promote steatosis [35]. Results in the present study showed that myricetin
treatment could decrease hepatic PPARγ protein expression, as well as normalizing the relative
expression of its target genes, which might be a cause for its role in regression of hepatic steatosis.

The peroxisome pathway, which plays a critical role in redox signaling and lipid homeostasis,
contributes to many crucial metabolic processes, such as fatty acid oxidation, biosynthesis of ether
lipids, and free radical detoxification [36], was also changed by myricetin treatment. The involved
DEGs, including Sod2, Prdx1, and Prdx5, which strongly connected with oxidative stress, were
also up-regulated. We further measured the hepatic antioxidant enzymes, including SOD, CAT,
and GPx, which were of fundamental importance in designing the therapeutic approaches toward
oxidative-based liver pathologies [37], and found that these antioxidative enzymes were all significantly
normalized by myricetin treatment. The TBARS levels were also remarkably decreased, declaring that
myricetin improved hepatic steatosis possibly via alleviating oxidative stress.

Considering the fact that the Nrf2 pathway played a critical role in cytoprotection against
oxidative stress through up-regulating phase II detoxifying enzymes [38], and that oxidative stress
could be served as the “second hit” that activate simple steatosis to progress to NASH, we further
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explored whether myricetin alleviated hepatic steatosis via the Nrf2 pathway. Previous studies
using mouse models have shown that activation of the Keap1/Nrf2 pathway, at least partially
protected mice from diet-induced obesity and amelioration of hepatic steatosis [39,40]. As an effective
antioxidant, myricetin has been reported to increase nuclear Nrf2 translocation [41] and ARE-binding
activity to enhance Nrf2/ARE-mediated gene expressions [28]. Here we also showed that hepatic
nuclear Nrf2 translocation was decreased by HFD and normalized by myricetin treatment. Moreover,
hepatic NQO1 and HO-1 protein expression was also increased by myricetin, further indicating that
myricetin reversed HFD-induced hepatic steatosis through the Nrf2 pathway, favoring enhancement of
antioxidant capacity. However, studies have also indicated that the Nrf2 pathway activation attenuated
inflammation-associated pathogenesis [42,43]. In the early phase of inflammation-mediated tissue
damage, activation of Nrf2 signaling could inhibit the production or expression of pro-inflammatory
mediators, including cytokines and chemokines [44]. Whether Nrf2 attenuated HFD-induced hepatic
steatosis via inhibiting hepatic inflammation is unknown and still needs further research.

Nonetheless, there is evidence that PPARγ may directly regulate the expression of several
antioxidant and prooxidant genes in response to OS, including Cat, Sod2, and GPx [45]. Emerging
evidence also suggested that Nrf2 could crosstalk with metabolic pathways, increasing the repertoire
of its target genes, such as Pparγ [46]. Meanwhile, PPARγ might act synergically with Nrf2 in the
activation of antioxidant genes. Based on the present study, it is difficult to elucidate the underlying
relationship between PPARγ and Nrf2 and further research is needed.

5. Conclusions

In conclusion, myricetin exhibited an excellent regressive effect against high-fat diet-induced
hepatic steatosis, with such beneficial action accomplished via changing the PPAR signaling pathway
and the Nrf2 pathway. These findings provide additional evidence in support of the use of myricetin
as a promising functional food for the prevention or treatment of hepatic steatosis and other related
metabolic disorders.

Acknowledgments: The study was supported by the Fundamental Research Funds for the Central Universities
(JUSRP115A33) and Wuxi Science and Technology Development Fund (CSE31N1625).

Author Contributions: S.F.X., G.W.L. conceived and designed the experiments; P.W. performed the experiments;
Y.Y.Q., Y.Y.J., and X.T. analyzed the data; S.F.X. drafted the article; G.W.L. contributed to the final approval.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Friedman, J. Diabetes: Fat in all the wrong places. Nature 2002, 415, 268–269. [CrossRef] [PubMed]
2. Seppala-Lindroos, A.; Vehkavaara, S.; Hakkinen, A.-M.; Goto, T.; Westerbacka, J.; Sovijarvi, A.; Halavaara, J.;

Yki-Jarvinen, H. Fat accumulation in the liver is associated with defects in insulin suppression of glucose
production and serum free fatty acids independent of obesity in normal men. J. Clin. Endocr. Metab. 2002, 87,
3023–3028. [CrossRef] [PubMed]

3. Westerbacka, J.; Lammi, K.; Hakkinen, A.-M.; Rissanen, A.; Salminen, I.; Aro, A.; Yki-Jarvinen, H. Dietary
fat content modifies liver fat in overweight nondiabetic subjects. J. Clin. Endocr. Metab. 2005, 90, 2804–2809.
[CrossRef] [PubMed]

4. Angulo, P. Nonalcoholic fatty liver disease. N. Engl. J. Med. 2002, 346, 1221–1231. [CrossRef] [PubMed]
5. Postic, C.; Girard, J. Contribution of de novo fatty acid synthesis to hepatic steatosis and insulin resistance:

Lessons from genetically engineered mice. J. Clin. Investig. 2008, 118, 829–838. [CrossRef] [PubMed]
6. Day, C.P.; James, O.F. Steatohepatitis: A tale of two “hits”? Gastroenterology 1998, 114, 842–845. [CrossRef]
7. Mehta, K.; van Thiel, D.H.; Shah, N.; Mobarhan, S. Nonalcoholic fatty liver disease: Pathogenesis and the

role of antioxidants. Nutr. Rev. 2002, 60, 289–293. [CrossRef] [PubMed]
8. Choi, K.M.; Lee, Y.S.; Shin, D.M.; Lee, S.; Yoo, K.S.; Lee, M.K.; Lee, J.H.; Kim, S.Y.; Lee, Y.M.; Hong, J.T.; et al.

Green tomato extract attenuates high-fat-diet-induced obesity through activation of the AMPK pathway in
C57BL/6 mice. J. Nutr. Biochem. 2013, 24, 335–342. [CrossRef] [PubMed]

http://dx.doi.org/10.1038/415268a
http://www.ncbi.nlm.nih.gov/pubmed/11796987
http://dx.doi.org/10.1210/jc.87.7.3023
http://www.ncbi.nlm.nih.gov/pubmed/12107194
http://dx.doi.org/10.1210/jc.2004-1983
http://www.ncbi.nlm.nih.gov/pubmed/15741262
http://dx.doi.org/10.1056/NEJMra011775
http://www.ncbi.nlm.nih.gov/pubmed/11961152
http://dx.doi.org/10.1172/JCI34275
http://www.ncbi.nlm.nih.gov/pubmed/18317565
http://dx.doi.org/10.1016/S0016-5085(98)70599-2
http://dx.doi.org/10.1301/002966402320387224
http://www.ncbi.nlm.nih.gov/pubmed/12296456
http://dx.doi.org/10.1016/j.jnutbio.2012.06.018
http://www.ncbi.nlm.nih.gov/pubmed/22974972


Nutrients 2016, 8, 799 14 of 15

9. Ganji, S.H.; Kukes, G.D.; Lambrecht, N.; Kashyap, M.L.; Kamanna, V.S. Therapeutic role of niacin in the
prevention and regression of hepatic steatosis in rat model of nonalcoholic fatty liver disease. Am. J. Physiol.
Gastrointest. Liver Physiol. 2014, 306, G320–G327. [CrossRef] [PubMed]

10. Furukawa, S.; Fujita, T.; Shimabukuro, M.; Iwaki, M.; Yamada, Y.; Nakajima, Y.; Nakayama, O.;
Makishima, M.; Matsuda, M.; Shimomura, I. Increased oxidative stress in obesity and its impact on metabolic
syndrome. J. Clin. Investig. 2004, 114, 1752–1761. [CrossRef] [PubMed]

11. Semwal, D.K.; Semwal, R.B.; Combrinck, S.; Viljoen, A. Myricetin: A dietary molecule with diverse biological
activities. Nutrients 2016, 8, 90. [CrossRef] [PubMed]

12. Chang, C.J.; Tzeng, T.-F.; Liou, S.-S.; Chang, Y.-S.; Liu, I.-M. Myricetin increases hepatic peroxisome
proliferator-activated receptor α protein expression and decreases plasma lipids and adiposity in rats.
Evid.-Based Complement. Altern. Med. 2012, 2012, 787152. [CrossRef] [PubMed]

13. Choi, H.-N.; Kang, M.-J.; Lee, S.-J.; Kim, J.-I. Ameliorative effect of myricetin on insulin resistance in mice
fed a high-fat, high-sucrose diet. Nutr. Res. Pract. 2014, 8, 544–549. [CrossRef] [PubMed]

14. Guo, J.; Meng, Y.; Zhao, Y.; Hu, Y.; Ren, D.; Yang, X. Myricetin derived from Hovenia dulcis Thunb. Ameliorates
vascular endothelial dysfunction and liver injury in high choline-fed mice. Food Funct. 2015, 6, 1620–1634.
[CrossRef] [PubMed]

15. Hissin, P.J.; Hilf, R. A fluorometric method for determination of oxidized and reduced glutathione in tissues.
Anal. Biochem. 1976, 74, 214–226. [CrossRef]

16. Khatri, P.; Sellamuthu, S.; Malhotra, P.; Amin, K.; Done, A.; Draghici, S. Recent additions and improvements
to the Onto-Tools. Nucleic Acids Res. 2005, 33, 762–765. [CrossRef] [PubMed]

17. Khatri, P.; Voichita, C.; Kattan, K.; Ansari, N.; Khatri, A.; Georgescu, C.; Tarca, A.L.; Draghici, S. Onto-Tools:
New additions and improvements in 2006. Nucleic Acids Res. 2007, 35, W206–W211. [CrossRef] [PubMed]

18. Lemberger, T.; Desvergne, B.; Wahli, W. Peroxisome proliferator-activated receptors: A nuclear receptor
signaling pathway in lipid physiology. Annu. Rev. Cell. Dev. Biol. 1996, 12, 335–363. [CrossRef] [PubMed]

19. Bedogni, G.; Miglioli, L.; Masutti, F.; Tiribelli, C.; Marchesini, G.; Bellentani, S. Prevalence of and risk factors
for nonalcoholic fatty liver disease: The Dionysos nutrition and liver study. Hepatology 2005, 42, 44–52.
[CrossRef] [PubMed]

20. Zhou, Y.J.; Li, Y.-Y.; Nie, Y.Q.; Ma, J.-X.; Lu, L.-G.; Shi, S.-L.; Chen, M.-H.; Hu, P.-J. Prevalence of fatty liver
disease and its risk factors in the population of south China. World. J. Gastroenterol. 2007, 13, 6419–6424.
[CrossRef] [PubMed]

21. Neuschwander-Tetri, B.A. Hepatic lipotoxicity and the pathogenesis of nonalcoholic steatohepatitis:
The central role of nontriglyceride fatty acid metabolites. Hepatology 2010, 52, 774–788. [CrossRef] [PubMed]

22. Sheth, S.G.; Gordon, F.D.; Chopra, S. Nonalcoholic steatohepatitis. Ann. Intern. Med. 1997, 126, 137–145.
[CrossRef] [PubMed]

23. Ouchi, N.; Parker, J.L.; Lugus, J.J.; Walsh, K. Adipokines in inflammation and metabolic disease.
Nat. Rev. Immunol. 2011, 11, 85–97. [CrossRef] [PubMed]

24. Rolo, A.P.; Teodoro, J.S.; Palmeira, C.M. Role of oxidative stress in the pathogenesis of nonalcoholic
steatohepatitis. Free Radic. Biol. Med. 2012, 52, 59–69. [CrossRef] [PubMed]

25. Chalasani, N.; Deeg, M.A.; Crabb, D.W. Systemic levels of lipid peroxidation and its metabolic and dietary
correlates in patients with nonalcoholic steatohepatitis. Am. J. Gastroenterol. 2004, 99, 1497–1502. [CrossRef]
[PubMed]

26. Ramirez-Tortosa, M.C.; Ramirez-Tortosa, C.L.; Mesa, M.D.; Granados, S.; Gil, A.; Quiles, J.L. Curcumin
ameliorates rabbits’s steatohepatitis via respiratory chain, oxidative stress, and TNF-α. Free Radic. Biol. Med.
2009, 47, 924–931. [CrossRef] [PubMed]

27. Nakamoto, K.; Takayama, F.; Mankura, M.; Hidaka, Y.; Egashira, T.; Ogino, T.; Kawasaki, H.; Mori, A.
Beneficial effects of fermented green tea extract in a rat model of non-alcoholic steatohepatitis. J. Clin.
Biochem. Nutr. 2009, 44, 239–246. [CrossRef] [PubMed]

28. Qin, S.; Chen, J.; Tanigawa, S.; Hou, D.X. Microarray and pathway analysis highlight Nrf2/ARE-mediated
expression profiling by polyphenolic myricetin. Mol. Nutr. Food Res. 2013, 57, 435–446. [CrossRef] [PubMed]

29. DeAngelis, R.A.; Markiewski, M.M.; Taub, R.; Lambris, J.D. A high-fat diet impairs liver regeneration
in C57BL/6 mice through overexpression of the NF-κB inhibitor, IKBα. Hepatology 2005, 42, 1148–1157.
[CrossRef] [PubMed]

http://dx.doi.org/10.1152/ajpgi.00181.2013
http://www.ncbi.nlm.nih.gov/pubmed/24356885
http://dx.doi.org/10.1172/JCI21625
http://www.ncbi.nlm.nih.gov/pubmed/15599400
http://dx.doi.org/10.3390/nu8020090
http://www.ncbi.nlm.nih.gov/pubmed/26891321
http://dx.doi.org/10.1155/2012/787152
http://www.ncbi.nlm.nih.gov/pubmed/22474525
http://dx.doi.org/10.4162/nrp.2014.8.5.544
http://www.ncbi.nlm.nih.gov/pubmed/25324935
http://dx.doi.org/10.1039/C4FO01073F
http://www.ncbi.nlm.nih.gov/pubmed/25881982
http://dx.doi.org/10.1016/0003-2697(76)90326-2
http://dx.doi.org/10.1093/nar/gki472
http://www.ncbi.nlm.nih.gov/pubmed/15980579
http://dx.doi.org/10.1093/nar/gkm327
http://www.ncbi.nlm.nih.gov/pubmed/17584796
http://dx.doi.org/10.1146/annurev.cellbio.12.1.335
http://www.ncbi.nlm.nih.gov/pubmed/8970730
http://dx.doi.org/10.1002/hep.20734
http://www.ncbi.nlm.nih.gov/pubmed/15895401
http://dx.doi.org/10.3748/wjg.v13.i47.6419
http://www.ncbi.nlm.nih.gov/pubmed/18081233
http://dx.doi.org/10.1002/hep.23719
http://www.ncbi.nlm.nih.gov/pubmed/20683968
http://dx.doi.org/10.7326/0003-4819-126-2-199701150-00008
http://www.ncbi.nlm.nih.gov/pubmed/9005748
http://dx.doi.org/10.1038/nri2921
http://www.ncbi.nlm.nih.gov/pubmed/21252989
http://dx.doi.org/10.1016/j.freeradbiomed.2011.10.003
http://www.ncbi.nlm.nih.gov/pubmed/22064361
http://dx.doi.org/10.1111/j.1572-0241.2004.30159.x
http://www.ncbi.nlm.nih.gov/pubmed/15307867
http://dx.doi.org/10.1016/j.freeradbiomed.2009.06.015
http://www.ncbi.nlm.nih.gov/pubmed/19539747
http://dx.doi.org/10.3164/jcbn.08-256
http://www.ncbi.nlm.nih.gov/pubmed/19430612
http://dx.doi.org/10.1002/mnfr.201200563
http://www.ncbi.nlm.nih.gov/pubmed/23281314
http://dx.doi.org/10.1002/hep.20879
http://www.ncbi.nlm.nih.gov/pubmed/16231352


Nutrients 2016, 8, 799 15 of 15

30. Inoue, M.; Ohtake, T.; Motomura, W.; Takahashi, N.; Hosoki, Y.; Miyoshi, S.; Suzuki, Y.; Saito, H.; Kohgo, Y.;
Okumura, T. Increased expression of PPARγ in high fat diet-induced liver steatosis in mice. Biochem. Biophys.
Res. Commun. 2005, 336, 215–222. [CrossRef] [PubMed]

31. Matsusue, K.; Haluzik, M.; Lambert, G.; Yim, S.-H.; Gavrilova, O.; Ward, J.M.; Brewer, B., Jr.; Reitman, M.L.;
Gonzalez, F.J. Liver-specific disruption of PPARγ in leptin-deficient mice improves fatty liver but aggravates
diabetic phenotypes. J. Clin. Investig. 2003, 111, 737–747. [CrossRef] [PubMed]

32. Gavrilova, O.; Haluzik, M.; Matsusue, K.; Cutson, J.J.; Johnson, L.; Dietz, K.R.; Nicol, C.J.; Vinson, C.;
Gonzalez, F.J.; Reitman, M.L. Liver peroxisome proliferator-activated receptor γ contributes to hepatic
steatosis, triglyceride clearance, and regulation of body fat mass. J. Biol. Chem. 2003, 278, 34268–34276.
[CrossRef] [PubMed]

33. Pardina, E.; Baena-Fustegueras, J.A.; Llamas, R.; Catalan, R.; Galard, R.; Lecube, A.; Fort, J.M.; Llobera, M.;
Allende, H.; Vargas, V. Lipoprotein lipase expression in livers of morbidly obese patients could be responsible
for liver steatosis. Obes. Surg. 2009, 19, 608–616. [CrossRef] [PubMed]

34. Chiu, H.K.; Qian, K.; Ogimoto, K.; Morton, G.J.; Wisse, B.E.; Agrawal, N.; McDonald, T.O.; Schwartz, M.W.;
Dichek, H.L. Mice lacking hepatic lipase are lean and protected against diet-induced obesity and hepatic
steatosis. Endocrinology 2010, 151, 993–1001. [CrossRef] [PubMed]

35. Zhou, J.; Febbraio, M.; Wada, T.; Zhai, Y.; Kuruba, R.; He, J.; Lee, J.H.; Khadem, S.; Ren, S.; Li, S. Hepatic fatty
acid transporter Cd36 is a common target of LXR, PXR, and PPARγ in promoting steatosis. Gastroenterology
2008, 134, 556–567. [CrossRef] [PubMed]

36. Fransen, M.; Nordgren, M.; Wang, B.; Apanasets, O. Role of peroxisomes in ROS/RNS-metabolism:
Implications for human disease. BBA-Mol. Basis Dis. 2012, 1822, 1363–1373. [CrossRef] [PubMed]

37. Inoue, M. Protective mechanisms against reactive oxygen species. In The Liver: Biology and Pathobiology,
4th ed.; Arias, I.M., Boyer, J.L., Chisari, F.V., Fausto, N., Schachter, D., Shafritz, D.A., Eds.; Lippincott
Williams & Wilkins: Philadelphia, PA, USA, 1994; pp. 443–459.

38. Tang, W.; Jiang, Y.F.; Ponnusamy, M.; Diallo, M. Role of Nrf2 in chronic liver disease. World. J. Gastroenterol.
2014, 20, 13079–13087. [CrossRef] [PubMed]

39. Yang, Y.; Li, W.; Liu, Y.; Sun, Y.; Li, Y.; Yao, Q.; Li, J.; Zhang, Q.; Gao, Y.; Gao, L. Alpha-lipoic acid improves
high-fat diet-induced hepatic steatosis by modulating the transcription factors SREBP-1, FoxO1 and Nrf2 via
the SIRT1/LKB1/AMPK pathway. J. Nutr. Biochem. 2014, 25, 1207–1217. [CrossRef] [PubMed]

40. Chartoumpekis, D.V.; Ziros, P.G.; Psyrogiannis, A.I.; Papavassiliou, A.G.; Kyriazopoulou, V.E.; Sykiotis, G.P.;
Habeos, I.G. Nrf2 represses FGF21 during long-term high-fat diet-induced obesity in mice. Diabetes 2011, 60,
2465–2473. [CrossRef] [PubMed]

41. Zhang, Q.; Li, Z.; Wu, S.; Li, X.; Sang, Y.; Li, J.; Niu, Y.; Ding, H. Myricetin alleviates cuprizone-induced
behavioral dysfunction and demyelination in mice by Nrf2 pathway. Food Funct. 2016, 7, 4332–4342.
[CrossRef] [PubMed]

42. Braun, S.; Hanselmann, C.; Gassmann, M.G.; Keller, U.; Born-Berclaz, C.; Chan, K.; Kan, Y.W.; Werner, S.
Nrf2 transcription factor, a novel target of keratinocyte growth factor action which regulates gene expression
and inflammation in the healing skin wound. Mol. Cell. Biol. 2002, 22, 5492–5505. [CrossRef] [PubMed]

43. Chen, X.L.; Dodd, G.; Thomas, S.; Zhang, X.; Wasserman, M.A.; Rovin, B.H.; Kunsch, C. Activation of
Nrf2/ARE pathway protects endothelial cells from oxidant injury and inhibits inflammatory gene expression.
Am. J. Physiol. Heart Circ. Physiol. 2006, 290, 1862–1870. [CrossRef] [PubMed]

44. Thimmulappa, R.K.; Lee, H.; Rangasamy, T.; Reddy, S.P.; Yamamoto, M.; Kensler, T.W.; Biswal, S. Nrf2 is a
critical regulator of the innate immune response and survival during experimental sepsis. J. Clin. Investig.
2006, 116, 984–995. [CrossRef] [PubMed]

45. Polvani, S.; Tarocchi, M.; Galli, A. PPARγ and Oxidative Stress: Con (β) Catenating NRF2 and FOXO.
PPAR Res. 2012, 2012, 641087. [CrossRef] [PubMed]

46. Pi, J.; Leung, L.; Xue, P.; Wang, W.; Hou, Y.; Liu, D.; Yehuda-Shnaidman, E.; Lee, C.; Lau, J.; Kurtz, T.W.
Deficiency in the nuclear factor E2-related factor-2 transcription factor results in impaired adipogenesis and
protects against diet-induced obesity. J. Biol. Chem. 2010, 285, 9292–9300. [CrossRef] [PubMed]

© 2016 by the authors; licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC-BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1016/j.bbrc.2005.08.070
http://www.ncbi.nlm.nih.gov/pubmed/16125673
http://dx.doi.org/10.1172/JCI200317223
http://www.ncbi.nlm.nih.gov/pubmed/12618528
http://dx.doi.org/10.1074/jbc.M300043200
http://www.ncbi.nlm.nih.gov/pubmed/12805374
http://dx.doi.org/10.1007/s11695-009-9827-5
http://www.ncbi.nlm.nih.gov/pubmed/19301078
http://dx.doi.org/10.1210/en.2009-1100
http://www.ncbi.nlm.nih.gov/pubmed/20056822
http://dx.doi.org/10.1053/j.gastro.2007.11.037
http://www.ncbi.nlm.nih.gov/pubmed/18242221
http://dx.doi.org/10.1016/j.bbadis.2011.12.001
http://www.ncbi.nlm.nih.gov/pubmed/22178243
http://dx.doi.org/10.3748/wjg.v20.i36.13079
http://www.ncbi.nlm.nih.gov/pubmed/25278702
http://dx.doi.org/10.1016/j.jnutbio.2014.06.001
http://www.ncbi.nlm.nih.gov/pubmed/25123628
http://dx.doi.org/10.2337/db11-0112
http://www.ncbi.nlm.nih.gov/pubmed/21852674
http://dx.doi.org/10.1039/C6FO00825A
http://www.ncbi.nlm.nih.gov/pubmed/27713953
http://dx.doi.org/10.1128/MCB.22.15.5492-5505.2002
http://www.ncbi.nlm.nih.gov/pubmed/12101242
http://dx.doi.org/10.1152/ajpheart.00651.2005
http://www.ncbi.nlm.nih.gov/pubmed/16339837
http://dx.doi.org/10.1172/JCI25790
http://www.ncbi.nlm.nih.gov/pubmed/16585964
http://dx.doi.org/10.1155/2012/641087
http://www.ncbi.nlm.nih.gov/pubmed/22481913
http://dx.doi.org/10.1074/jbc.M109.093955
http://www.ncbi.nlm.nih.gov/pubmed/20089859
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Animals 
	Indirect Calorimetric Analysis 
	Plasma Biochemical Analysis 
	Hepatic Oxidative Stress Biomarker Determination 
	Liver Histology 
	Hepatic Lipid Content Determination 
	Nimblegen Gene Chip Microarray 
	Real-Time Quantitative RT-PCR Analyses 
	Western Blotting 
	Statistical Analysis 

	Results 
	Effects of Myricetin on Body Weight, Food Intake, and Tissue Weight in HFD-Fed Mice 
	Effects of Myricetin on FBG and Plasma Parameters in HFD-Fed Mice 
	Effects of Myricetin on RER, Energy Expenditure and Ambulatory Activities in HFD-Fed Mice 
	Effects of Myricetin on Hepatic Steatosis and Liver Function in HFD-Fed Mice 
	Effects of Myricetin on Hepatic Biological Pathways in HFD-Fed Mice 
	Effects of Myricetin on Expressions of PPAR Signaling Pathway-Related Genes and PPAR Protein Expression 
	Effects of Myricetin on Hepatic Redox Status in HFD-Fed Mice 
	Effects of Myricetin on Expressions of Oxidative Stress-Related Genes and Nrf2 Pathway 

	Discussion 
	Conclusions 

