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comparison phylum | family [ genus | species
SD to WD 0.089 0.678 0.300 0.097
SD to SD+I 0.059 0.001 0.000 0.000
SD to WD+ 0.814 0.003 0.007 0.000
WD to WD+ 0.063 0.007 0.079 0.027
SD+Ito WD+l | 0.074 0.646 0.269 0.649

Supplementary Figure S3 Alpha diversity of cecum microbiota in timepoint B assessed as Shannon
index. A, taxonomic level phylum; B, taxonomic level family; C, taxonomic level Genus; D, taxonomic
level Species; E, adjusted p-values.



