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Figure S1. The scatter plot of family Rikenellaceae on bladder cancer
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Figure S2. The scatter plot of genus Eubacterium ruminantium group on bladder cancer
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Figure S3. The scatter plot of genus Lachnospiraceae UCG001 on bladder cancer
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Figure S4. The scatter plot of genus Oscillibacte on bladder cancer
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Figure SS. The scatter plot of genus Ruminococcaceae UCG013 on bladder cancer
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Figure S6. The scatter plot of genus Senegalimassilia on bladder cancer
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Figure S7. The scatter plot of genus Barnesiella on prostate cancer
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Figure S8. The scatter plot of genus Butyricicoccus on prostate cancer
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Figure S9. The scatter plot of genus Oscillibacter on prostate cancer
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Figure S10. The scatter plot of genus Ruminococcaceae UCGO005 on prostate cancer
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Figure S11. The scatter plot of class Alphaproteobacteria on renal cell cancer
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Figure S12. The scatter plot of class Bacilli on renal cell cancer
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Figure S13. The scatter plot of family FamilyXI on renal cell cancer
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Figure S14. The scatter plot of genus Coprococcus 2 on renal cell cancer



MR Test
Inverse variance weighted / Weighted median
/ Maximum likelihood Weighted mode

@
w
1

@
N
1

SNP effect on renal cell cancer
o
i

o
o
1

0.15 0.20 0.5
SNP effect on genus.Eubacterium brachy group

Figure S15. The scatter plot of genus Eubacterium brachy group on renal cell cancer
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Figure S16. The scatter plot of genus Intestinimonas on renal cell cancer
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Figure S17. The scatter plot of genus Lachnoclostridium on renal cell cancer
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Figure S18. The scatter plot of genus Lactococcus on renal cell cancer
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S19. The scatter plot of family Christensenellaceae on renal pelvis cancer
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Figure S20. The scatter plot of family Clostridiaceae 1 on renal pelvis cancer
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Figure S21. The scatter plot of genus Eubacterium eligens group on renal pelvis cancer
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Figure S22. The scatter plot of genus Clostridiumsensustricto 1 on renal pelvis cancer
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Figure S23. The scatter plot of genus Subdoligranulum on testicular cancer
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Figure S24. The forest plot of family Rikenellaceae on bladder cancer
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Figure S25. The forest plot of genus Eubacterium ruminantium group on bladder cancer
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Figure S26. The forest plot of genus Lachnospiraceae UCGO001 on bladder cancer
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Figure S27. The forest plot of genus Oscillibacte on bladder cancer
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Figure S28. The forest plot of genus Ruminococcaceae UCGO013 on bladder cancer
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Figure S29. The forest plot of genus Senegalimassilia on bladder cancer
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Figure S30. The forest plot of genus Barnesiella on prostate cancer
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Figure S31. The forest plot of genus Butyricicoccus on prostate cancer
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Figure S32. The forest plot of genus Ruminococcaceae UCGO005 on prostate cancer
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Figure S33. The forest plot of class Alphaproteobacteria on renal cell cancer
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Figure S34. The forest plot of class Bacilli on renal cell cancer
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Figure S35. The forest plot of family FamilyXI on renal cell cancer
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Figure S36. The forest plot of genus Coprococcus 2 on renal cell cancer
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Figure S37. The forest plot of genus Eubacterium brachy group on renal cell cancer
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Figure S38. The forest plot of genus Intestinimonas on renal cell cancer
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Figure S39. The forest plot of genus Lachnoclostridium on renal cell cancer
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Figure S40. The forest plot of genus Lactococcus on renal cell cancer
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Figure S41. The forest plot of family Christensenellaceae on renal pelvis cancer
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Figure S42. The forest plot of family Clostridiaceae 1 on renal pelvis cancer
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Figure S43. The forest plot of genus Eubacterium eligens group on renal pelvis cancer
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Figure S44. The forest plot of genus Clostridiumsensustricto 1 on renal pelvis cancer
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Figure S45. The forest plot of genus Subdoligranulum on testicular cancer
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Figure S46. The leave-one-out test of family Rikenellaceae on bladder cancer
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Figure S47. The leave-one-out test of genus Eubacterium ruminantium group on bladder cancer
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Figure S48. The leave-one-out test of genus Lachnospiraceae UCGO001 on bladder cancer
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Figure S49. The leave-one-out test of genus Oscillibacte on bladder cancer
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Figure S50. The leave-one-out test of genus Ruminococcaceae UCGO013 on bladder cancer
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Figure S51. The leave-one-out test of genus Senegalimassilia on bladder cancer
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Figure S52. The leave-one-out test of genus Barnesiella on prostate cancer
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Figure S53. The leave-one-out test of genus Butyricicoccus on prostate cancer
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Figure S54. The leave-one-out test of genus Oscillibacter on prostate cancer
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Figure S55. The leave-one-out test of genus Ruminococcaceae UCGO005 on prostate cancer
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Figure S56. The leave-one-out test of class Alphaproteobacteria on renal cell cancer



1857872228 -
rs11730038 -
rs13068444 -
177558518 -
rs1595463 -
112797734 -
178938557 -
rS28564647 -
rs4459992 -
1574663707 -
rs4028634 -
rs7666190 -
rs35344081 -
rs9581006 -
rs2952251 -
rs11110282-
rs694949- i
1534989881 - °

All-

[ 2
® %0 90 ¢ o P
®
[ ]
® 0

1 1 1
0.0 0.2 0.4 0.8
MR leave-one-out sensitivity analysis for
‘class Bacilli' on ‘renal cell cancer'

Figure S57. The leave-one-out test of class Bacilli on renal cell cancer
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Figure S58. The leave-one-out test of family FamilyXI on renal cell cancer
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Figure S59. The leave-one-out test of genus Coprococcus 2 on renal cell cancer
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Figure S60. The leave-one-out test of genus Eubacterium brachy group on renal cell cancer
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Figure S61. The leave-one-out test of genus Intestinimonas on renal cell cancer
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Figure S62. The leave-one-out test of genus Lachnoclostridium on renal cell cancer
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Figure S63. The leave-one-out test of genus Lactococcus on renal cell cancer
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Figure S64. The leave-one-out test of family Christensenellaceae on renal pelvis cancer
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Figure S65. The leave-one-out test of family Clostridiaceae 1 on renal pelvis cancer
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Figure S66. The leave-one-out test of genus Eubacterium eligens group on renal pelvis cancer
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Figure S67. The leave-one-out test of genus Clostridiumsensustricto 1 on renal pelvis cancer
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Figure S68. The leave-one-out test of genus Subdoligranulum on testicular cancer
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Figure S69. The funnel plot of family Rikenellaceae on bladder cancer
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Figure S70. The funnel plot of genus Eubacterium ruminantium group on bladder cancer
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Figure S71. The funnel plot of genus Lachnospiraceaec UCGO001 on bladder cancer
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Figure S72. The funnel plot of genus Oscillibacte on bladder cancer
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Figure S73. The funnel plot of genus Ruminococcaceae UCGO013 on bladder cancer
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Figure S75. The funnel plot of genus Barnesiella on prostate cancer
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Figure S76. The funnel plot of genus Butyricicoccus on prostate cancer
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Figure S77. The funnel plot of genus Oscillibacter on prostate cancer
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Figure S78. The funnel plot of genus Ruminococcaceae UCGO005 on prostate cancer
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Figure S79. The funnel plot of class Alphaproteobacteria on renal cell cancer
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Figure S80. The funnel plot of class Bacilli on renal cell cancer
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Figure S81. The funnel plot of family FamilyXI on renal cell cancer
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Figure S82. The funnel plot of genus Coprococcus 2 on renal cell cancer
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Figure S83. The funnel plot of genus Eubacterium brachy group on renal cell cancer
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Figure S84. The funnel plot of genus Intestinimonas on renal cell cancer
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Figure S85. The funnel plot of genus Lachnoclostridium on renal cell cancer
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Figure S86. The funnel plot of genus Lactococcus on renal cell cancer
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Figure S87. The funnel plot of family Christensenellaceae on renal cell cancer

2.00=-

1.80=

MR Method
Inverse variance weighted
MR Egger
[}
* ° (1}
1 1
-1.0 -0.5 0.0
Biv

Figure S88. The funnel plot of family Clostridiaceae 1 on renal cell cancer
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Figure S89. The funnel plot of genus Eubacterium eligens group on renal cell cancer
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Figure S90. The funnel plot of genus Clostridiumsensustricto 1 on renal cell cancer
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Figure S91. The funnel plot of genus Subdoligranulum on testicular cancer



