Table S2. Gene Ontology (GO) annotation of differentially expressed genes (DEGS) identified in the comparison between Alternaria tenuissima

strains TJ-NH-51S-4 and TJ-NH-51S-4-VF (False discovery rate <0.05).

Term_type GO_accession Description Number of Number of
Up-regulated genes ~ Down-regulated genes
Biological process G0:0000003 Reproduction 2 1
Biological process G0:0008152 Metabolic process 59 96
Biological process G0:0009987 Cellular process 34 32
Biological process GO0:0022414 Reproductive process 2 1
Biological process G0:0023052 Signaling 3 0
Biological process G0:0032502 Developmental process 1 0
Biological process G0:0040007 Growth 0 1
Biological process G0:0044699 Single-organism process 47 78
Biological process G0:0050896 Response to stimulus 9 3
Biological process GO0:0051179 Localization 38 35
Biological process GO0:0051704 Multi-organism process 2 1
Biological process G0:0065007 Biological regulation 16 8
Biological process G0:0071840 Cellular component organization or biogenesis 7 8
Biological process G0:0098754 Detoxification 2 2
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