Table S1. The prediction of HSV-1 miRNAs targeting DDX41 by RNAhybrid

Target sites Predicted consequential pairing of target region (top) MFE
miRNAs and miRNAs (bottom) (kcal/mol)
DDX41(96-101) 5'AGCAUUAUCGCUCAGC 3'
miR-H2-3p 3 CAGCGUGAGCAGGGCAIC(I.?-LCI-H!J(I.':C 5' 202
DDX41(125-130) 5' AGCUGGCCUGGAAUGGGCCAGGCUG(IElEJCIJCIIlil(E;G 3 20,9
miR-H13 3'GUCACGAGCGUGAAGCGGGAUU 5'
DDX41(175-181) 5'UACUGUUUUUGUUUCCUUUUACCC 3'
miR-H6-5p 3'UGUGUGGGGGGGGACACGG,UA(:;(:HIJ(I;(I; 5' 212
DDX41(113-119) 5' AGCUCAGCUGGCCUGGAALEJCI;CE;CI;ICCI:?G 3 218
miR-H26 3' UGGCAGCGAGUGGCUCGGU &'
DDX41(125-131) 5' GCUCAGCUGGCCUGGAAUGGGCCAGGCUG(IElI.l(IICIJLEJ(EEIGC 3 923
miR-H3-3p 3'AGGGUUGGCGUGUCAGGGUC &'
DDX41(138-144) 5' UGGCUGCCUC:-il:JlElCI:(I:CI)l?IG 3 296
miR-H5-5p 3' AUCUCUACGGGCUUGGGGGGG 5'
DDX41(19-24) 5' CAGUCUUCCCUUCUCUCCAAZJ

miR-H29 3 CAUCAGGAACGGGCGEAGGBUC 5 °
DDX41(70-76) 5'AAGACUGCCACCAGUCUACACAUACAGCA(E;(IICI:CIECI:(I:lEJG 3 047
miR-H5-5p 3'AUCUCUACGGGCUUGGGGGGG &'
DDX41(149-155) 5' CUGGUCCUGGCUGCCUGUUCCCUGUGCIEJ?lil????A 3 206
miR-H29 3' CAUCAGGAACGGGCGGAGGUC 5'

Nucleotides in bold fonts show the seed sequence of miRNAs matching DDX41 mRNA sequence.
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Figure S1. The sequencing results of pmirGLO-DDX41 site-directed mutation plasmid
The black box shows the sequence matching with miR-H2-3p in paper, the black underline of nucleotides shows the mutation sites.
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Figure S2. The sequencing results of pmirGLO-DDX41 wild type plasmid



