Alignment of wildtype and knockout cDNA sequences
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NCBI reference sequence
Open reading frame

Serine

CCGCCAGCGAGAAACTCTGGTCTTTAAAGGATGAAGAACTCAATGCTGGAGGCTGCGTCC

—————————————————————————————— ATGAAGAACTCAATGCTGGAGGCTGCGTCC

—————————————————————————————— ATGAAGAACTCAATGCTGGAGGCTGCGTCC

—————————————————————————————— ATGAAGAACAGT -TGCTGGAGGCTGCGTCC
skl g

SORORONOROROROFOOR FOROVOROH

CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG
CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG
CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG
CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG

ORORORONORON

ORORR

GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG
GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG
GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG
GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG

YO OTOROROROROR SORORONOROROROTOON HOTORORONOR

edededededededef NN L hddddddddNNhn

TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC
TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC
TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC
TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC

I R OROROROROROROROR HOTOORONOR SOROROPOOROPOOR RO RRORORORORORL

GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG
GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG
GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG
GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG

SOORONOROROROFOOR OTOROROIORONR OSSO SOFORPOOROPOOR RN

GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG
GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG
GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG
GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG

GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT
GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT
GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT
GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT

OSSOSO

I OROROSOROSOSOSONOS

v dedNded

e dededededededededed

CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG
CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG
CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG
CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG

B R R OROROROROSOSOSOSOSOSOSOROSOROROROROR HOTOORONOR

cde el el defdede S hde il kS fddhdn

CTGACCCCCTACAGCCTACTGTGGAACAACTGCGAACACTTTGTGACCTACTGCAGATAC
CTGACCCCCTACAGCCTACTGTGGAACAACTGCGAACACTTTGTGACCTACTGCAGATAC
CTGACCCCCTACAGCCTACTGTGGAACAACTGCGAACACTTTGTGACCTACTGCAGATAC
CTGACCCCCTACAGCCTACTGTGGAACAACTGCGAACACTTTGTGACCTACTGCAGATAC

OTOROROIORONR OTOROROIOROROROR R R ROSOROROSOSOSOSOSOSOSOTORORORORORS

GGCTCTCCTATCAGTCCGCAGGCTGAGAAGTTTCACGAGACTGTGAAGATACTCATTCGT
GGCTCTCCTATCAGTCCGCAGGCTGAGAAGTTTCACGAGACTGTGAAGATACTCATTCGT
GGCTCTCCTATCAGTCCGCAGGCTGAGAAGTTTCACGAGACTGATAGAAGGAGAGCCGTA
GGCTCTCCTATCAGTCCGCAGGCTGAGAAGTTTCACGAGACTG —————————————————

HOTOROROIORORORONR HOTOOROIOROROR HOTOORONOR OTOROROROROROR

GATCAGAGAAGTTGTCTTGCTTCAGCTGTCTTGGGATTAGTGTCTATTATCTACACAGGC
GATCAGAGAAGTTGTCTTGCTTCAGCTGTCTTGGGATTAGTGTCTATTATCTACACAGGC
TGCTGTGGGTGT A= — = = == = == — = — o oo o
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Alignment of wildtype cDNA sequences using forward and reverse primers

NM_022290.2 = NCBI reference sequence

ORF = Open reading frame

ORF e ATGAAGAACTCAATGCTGGAGGCTGCGTCC
NM_022290.2 CCGCCAGCGAGAAACTCTGGTCTTTAAAGGATGAAGAACTCAATGCTGGAGGCTGCGTCC
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—————————————————————————————— ATGAAGAACTCAATGCTGGAGGCTGCGTCC
—————————————————————————————— ATGAAGAACTCAATGCTGGAGGCTGCGTCC

R RSO ORUROONOSOROROSOROROSORONS

CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG
CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG
CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG
CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG

R R OROROROROROROROROROR R O SRR OROSOROROSOROROTOROROSORONN

GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG
GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG
GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG
GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG

RO RSOSSN Yeveve s JOROR

TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC
TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC
TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC
TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC

R R ROROROROSOROROROS B R R R OSOROROSOROSOROROROROTOSORORL

GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG
GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG
GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG
GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG

A A R O RO OROROROSOROROTOROROROROROROS

GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG
GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG
GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG
GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG

A R R R R RSOOSR ROSOROROSOROROROROROROS

GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT
GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT
GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT
GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT

A A R R RSOOSR RSO OROSOROROROROROROS

CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG
CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG
CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG
CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG

Jo e o e v ¥ Yo Yo o Y o Yeveve s JORORH JOROR

CTGACCCCCTACAGCCTACTGTGGAACAACTGCGAACACTTTGTGACCTACTGCAGATAC
CTGACCCCCTACAGCCTACTGTGGAACAACTGCGAACACTTTGTGACCTACTGCAGATAC
CTGACCCCCTACAGCCTACTGTGGAACAACTGCGAACACTTTGTGACCTACTGCAGATAC
CTGACCCCCTACAGCCTACTGTGGA ===~ == === — oo

R R OROOROROROROSORONS

GGCTCTCCTATCAGTCCGCAGGCTGAGAAGTTTCACGAGACTGTGAAGATACTCATTCGT
GGCTCTCCTATCAGTCCGCAGGCTGAGAAGTTTCACGAGACTGTGAAGATACTCATTCGT
GGCTCTCCTATCAGTCCGCAGGCTGAGAAGTTTCACGAGACTGATAGAAGGAGAGCCGTA

GATCAGAGAAGTTGTCTTGCTTCAGCTGTCTTGGGATTAGTGTCTATTATCTACACAGGC
GATCAGAGAAGTTGTCTTGCTTCAGCTGTCTTGGGATTAGTGTCTATTATCTACACAGGC
TGCTGTGGGTGTCA = === = = = = = = e e
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Alignment of knockout cDNA sequences using forward and reverse primers

NM_022290.2 = NCBI reference sequence

ORF = Open reading frame

### = Serine

NM_022290.2 CCGCCAGCGAGAAACTCTGGTCTTTAAAGGATGAAGAACTCAATGCTGGAGGCTGCGTCC
[0 ATGAAGAACTCAATGCTGGAGGCTGCGTCC
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—————————————————————————————— ATGAAGAACAGT-TGCTGGAGGCTGCGTCC
—————————————————————————————— ATGAAGAACAGT -TGCTGGAGGCTGCGTCC

FRERREESRGYY FEREE R TR
CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG
CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG
CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG
CTCCTTCTGGAGAAGCTGCTCCTTATTTCCAACTTCAAGATCTTTAGCGTGTGCGCCCCG

GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG
GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG
GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG
GGAGGAGGCACAGGGAAGAAACATCCCTATGAAATCAACTCTTTTCTCCGGGGTGACGTG

R OROOROROSOROR R OROROROROROROROROR SOTORORONO)

Sk

TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC
TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC
TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC
TTGGAAGTGTCACGGACCCATTTTACCCACTATGGGATCTACCTGGGGGACAACCGTGTC

R ROROROROROSOROR R OOROROROSOROSOSOSOSOSOSOR SOTORORONO)

GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG
GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG
GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG
GCCCATCTAATGCCTGACATCCTGTTGGCCCTGACCAGTGACAAGGAACGCACTCAGAAG

R OROROROROSOROR O OOROROROROROSOSOSOSOSOSOR SOTORORONO)

GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG
GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG
GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG
GTGGTCTCCAACAAGCGTCTCCTCCCAGGAGTCATTTGCAAGGTGGCCAGCATCCGTGTG

OTORORS

[OROROSORON

[OOSR

GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT
GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT
GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT
GACACAGTAGAGGACTTTGCCTATGGAGCGGACATCCTCGTCAATCACCTAGACGAGACT

SOTORORONOR

OTOROROROROROR

R R ORORRRRORORORORONOROSOROROR DEOTORORON)

CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG
CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG
CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG
CTCAAGAAGAAGTCCTTGCTCAATGAGGAGGTGGCACGCAGAGCAGAGCAGCAGTTGGGG

R R ORORORONONOROROROR R OROROROROROSOROROR SOTOROIONO)

Stk

CTGACCCCCTACAGCCTACTGTGGAACAACTGCGAACACTTTGTGACCTACTGCAGATAC
CTGACCCCCTACAGCCTACTGTGGAACAACTGCGAACACTTTGTGACCTACTGCAGATAC
CTGACCCCCTACAGCCTACTGTGGAACAACTGCGAACACTTTGTGACCTACTGCAGATAC
CTGACCCCCTACAGCCTACTGTGG -~ === === m-momooooomooooo oo

OROOROROROROSORORON

HOTOROROIORORORONR

GGCTCTCCTATCAGTCCGCAGGCTGAGAAGTTTCACGAGACTGTGAAGATACTCATTCGT
GGCTCTCCTATCAGTCCGCAGGCTGAGAAGTTTCACGAGACTGTGAAGATACTCATTCGT
GGCTCTCCTATCAGTCCGCAGGCTGAGAAGTTTCACGAGACTGA- -~ ————————————-~-
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Alignment of the wildtype human and rat Lrat ORF nucleotide sequences
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LRAT_human
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ATGAAGAACCCCATGCTGGAGGTGGTGTCTTTACTACTGGAGAAGCTGCTCCTCATCTCC
ATGAAGAACTCAATGCTGGAGGCTGCGTCCCTCCTTCTGGAGAAGCTGCTCCTTATTTCC

JOROROR oo et Y Sevedevrvrdedt ey JORORONS R OOSORIFOSOREOSOROS

AACTTCACGCTCTTTAGTTCGGGCGCCGCGGGCGAAGACAAAGGGAGGAACAGTTTTTAT
AACTTCAAGATCIIIAGCGTGTGCGCCCCGGGAGGAGGCACAGGGAAGAAACATCCCTAT

feddkdk ok hkkikk d dedkdedd dddkd ok kd ek dekdkd dkk * ddek

GAAACCAGCTCTTTCCACCGAGGCGACGTGCTGGAGGTGCCCCGGACCCACCTGACCCAC
GAAATCAACTCTIIICTCCGGGGTGACGTGTTGGAAGTGTCACGGACCCATIIIACCCAC

ORI OSOROROROROR o Yededr Yewr Yedevrvedesr devrvede veder % PROSOROROROROL [ORRROTORORORONN

TATGGCATCTACCTAGGAGACAACCGTGTTGCCCACATGATGCCCGACATCCTGTTGGCC
TATGGGATCTACCTGGGGGACAACCGTGTCGCCCATCTAATGCCTGACATCCTGTTGGCC

dedevede e

CTGACAGACGACATGGGGCGCACGCAGAAGGTGGTCTCCAACAAGCGTCTCATCCTGGGC
CTGACCAGTGACAAGGAACGCACTCAGAAGGTGGTCTCCAACAAGCGTCTCCTCCCAGGA

cdededed Fededd dd Fedededede dedddefddhdfddfdfhdfddhdfddhd Skk ek

GTTATTGTCAAAGTGGCCAGCATCCGCGTGGACACAGTGGAGGACTTCGCCTACGGAGCT
GTCATTTGCAAGGTGGCCAGCATCCGTGTGGACACAGTAGAGGACTTTGCCTATGGAGCG

JOSOROROR dedeseve vt Y Yeve s RO ORORORORORIROTOROROROL

AACATCCTGGTCAATCACCTGGACGAGTCCCTCCAGAAAAAGGCACTGCTCAACGAGGAG
GACATCCTCGTCAATCACCTAGACGAGACTCTCAAGAAGAAGTCCTTGCTCAATGAGGAG

HOTORSOIORON R ORORORROYOR el YN % Gededede e el

GTGGCGCGGAGGGCTGAAAAGCTGCTGGGCTTTACCCCCTACAGCCTGCTGTGGAACAAC
GTGGCACGCAGAGCAGAGCAGCAGTTGGGGCTGACCCCCTACAGCCTACTGTGGAACAAC

Y ded dek Kk Kk Feded e dekdd Fo o Fdeldedehdefddefddd Fddhdfddhdid

TGCGAGCACTTCGTGACCTACTGCAGATATGGCACCCCGATCAGTCCCCAGTCCGACAAG
TGCGAACACTTTGTGACCTACTGCAGATACGGCTCTCCTATCAGTCCGCAGGCTGAGAAG

dedededede Jedededed Tedededededededehdefdededededed Kdede o dede dededededededed Nded do dede Ak

TTTTGTGAGACTGTGAAGATAATTATTCGTGATCAGAGAAGTGTTCTTGCTTCAGCAGTC
TTTCACGAGACTGTGAAGATACTCATTCGTGATCAGAGAAGTTGTCTTGCTTCAGCTGTC

dededk ek

el e e dedededededed Fededdetk Fededededede Fed dekd

TTGGGATTGGCGTCTATAGTCTGTACGGGCTTGGTATCATACACTACCCTTCCTGCAATT
TTGGGATTAGTGTCTATTATCTACACAGGCCTGGCATCATATATGACCCTTCCTGCAGTC

Fededdefdeded K dekdefdd ek Fede deded Fdede dededdekd % Fededdedehdefddhd X

TTTATTCCATTCTTCCTATGGAT---GGCTGGCTAA
TGCATCCCGTTCTGCTTGTGGATGATGTCTGGCTAG

R ORRORORON. Yo Yedevrves JORROROROROR)
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Alignment of the wildtype human and rat LRAT ORF amino acid sequences

The same amino acid
Indicates conservation between groups of strongly similar properties
= Indicates conservation between groups of weakly similar properties

LRAT_human MKNPMLEVVSLLLEKLLLISNFTLFSSGAAGEDKGRNSFYETSSFHRGDVLEVPRTHLTH
Lrat_rat MKNSMLEAASLLLEKLLLISNFKIFSVCAPGGGTGKKHPYEINSFLRGDVLEVSRTHFTH

Tkl fdk Tedededfk e e * % E S T Fededededd Tedede N
LRAT_human YGIYLGDNRVAHMMPDILLALTDDMGRTQKVVSNKRLILGVIVKVASIRVDTVEDFAYGA
Lrat_rat YGIYLGDNRVAHLMPDILLALTSDKERTQKVVSNKRLLPGVICKVASIRVDTVEDFAYGA

dedededededededededede

Gedevedede ey o [OROROROROROR Yededr a Yevedr Yedevrvedesrvedesrvrvearvreatvr o

LRAT_human NILVNHLDESLQKKALLNEEVARRAEKLLGFTPYSLLWNNCEHFVTYCRYGTPISPQSDK
Lrat_rat DILVNHLDETLKKKSLLNEEVARRAEQQLGLTPYSLLWNNCEHFVTYCRYGSPISPQAEK

DROSOSONOSONORN

LRAT_human FCETVKIIIRDQRSVLASAVLGLASIVCTGLVSYTTLPAIFIPFFLWMAG-
Lrat_rat FHETVKILIRDQRSCLASAVLGLVSIIYTGLASYMTLPAVCIPFCLWMMSG

Tedededede ahhfdhh dkd ~“““‘ccc Fedew Fededh Nk Tededed . Nk kA

Alignment of the mutant human and rat LRAT ORF nucleotide sequences

LRAT_human ATGAAGAACCCATGCTGGAGGTGGTGTCTTTACTACTGGAGAAGCTGCTCCTCATCTCCA
Lrat_rat ATGAAGAACTCATGCTGGAGGCTGCGTCCCTCCTTCTGGAGAAGCTGCTCCTTATTTCCA

SOYON e %

e devedede e evr Seveded

LRAT_human ACTTCACGCTCTTTAGTTCGGGCGCCGCGGGCGAAGACAAAGGGAGGAACAGTTTTTATG
Lrat_rat ACTTCAAGATCTTTAGCGTGTGCGCCCCGGGAGGAGGCACAGGGAAGAAACATCCCTATG
LRAT_human AAACCAGCTCTTTCCACCGAGGCGACGTGCTGGAGGTGCCCCGGACCCACCTGA-----~
Lrat_rat AAATCAACTCTTTTCTCCGGGGTGACGTGTTGGAAGTGTCACGGACCCATTTTACCCACT
LRAT_human ~  —--—-—--mmmmmmm e
Lrat_rat ATGGGATCTACCTGGGGGACAACCGTGTCGCCCATCTAA

Alignment of the mutant human and rat LRAT theoretic ORF amino acid sequences

o

The same amino acid
Indicates conservation between groups of strongly similar properties
Indicates conservation between groups of weakly similar properties

LRAT_human MKNPCWRWCLYYWRSCSSSPTSRSLVRAPRAKTKGGTVFMKPALSTEATCWRCPGPT---
LRAT_rat MKNSCWRLRPSFWRSCSLFPTSRSLACAPREEAQGRNIPMKSTLFSGVTCWKCHGPILPT
LRAT_human ------------
LRAT_rat MGSTWGTTVSPI

60
60

120
120

180
180

230
231

60
60

120
120

174
180

174
219

57
60

57
72



