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Table S1. Technical settings selected in the Pikaia genetic algorithm.

Chosen option Parameters Parameters
value

Number of chromosome segments 17

Elitism, variable Population size 100

mutation, breeding Crossover probability 0.85

plan: complete Initital mutation rate 0.005

generational Minimum mutation rate 0.0005

replacement Maximum mutation rate 0.25
Number of generations 300

Table S2. Residual standard deviation for the kinetic model prediction of both pretreated bagasse.

Bagasse Residual standard deviation (%)
Pretreatment Soncentratlon Cellulose Glucose Xylose
Jo(m/V)
4 17.06 22.11 16.16
6 4.92 10.08 6.28
HB 8 6.21 13.65 13.03
10 7.59 16.47 7.37
12 5.73 10.98 20.73
15 9.84 22.98 15.23
4 11.85 14.90 21.44
6 12.73 16.77 21.23
OB 8 12.69 13.60 10.41
10 13.57 14.29 11.11
12 15.10 14.11 12.11




